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ABSTRACT 
 

 

Background: To date, even if anabolic androgenic steroid (AAS) abuse is clearly associated 

with a broad spectrum of collateral effects, adolescents and athletes frequently use a large 

group of synthetic derivatives of testosterone, both for esthetical purposes and for improving 

their performance. AAS use is frequently associated with different substances such as energy 

drinks and dietary supplements. The combined use of different substances, such as AASs, 

energy drinks, and dietary supplements, could worsen each adverse effect, worsening the 

risk for several pathologies such as cardiovascular disease. Moreover, the presence of other 

silent substrates (for example, the genetic predisposition to cardiovascular diseases, the 

presence of the Metabolic Syndrome or physical inactivity) combined with the use of this 

kind of substance can represent an explosive mix for the users, causing severe consequences 

and, in particular cases, death. 

Open questions: One common factor between detecting each of these performance-

enhancing drugs is that the traditional methods of drug testing were taken at a single time 

point. An enhanced method of detection has been required to counter the increasingly 

sophisticated doping regimens and the ongoing development of new substances. 

The contemporary use of these substances could represent an important warning for public 

health, worsening the cost of health care. 

Aims: The goal of this PhD project was to analyze several important aspects linked to the 

use of AASs, defining the following: 1 - organ damage; 2 - new molecular biomarkers; 3 - 

epidemiology; 4 - pathology; 5 - toxicology. 

Research plan: (i) During the project, two complete literature reviews were performed 

using the most used scientific databases. (ii) All samples were selected analyzing the 

documentation of all autopsies performed by the Institute of Legal Medicine of Foggia from 

2001 to July 2018 (about 1700 autopsies): - 5 cases of young men positive for AAS use were 

selected for the “AAS group”; - 6 cases of men who died of heart failure were enrolled as 

the "HF (heart failure) group", with the aims to evaluate the heart damages; - 15 cases 

composed the three groups enrolled to analyze brain injury (5 for the “Stroke group (SG)”, 

5 for the “Drug group (DG)”, and 5 for the “Aging group (AG)”); - 5 cases of men who died 

of cardiac arrest who had suffered from cirrhosis caused by non-alcoholic fatty liver disease 

(NAFLD group), were selected to evaluate the liver damages; - 5 cases of men who had died 

of cardiac arrest after a long period (more than 10 years) of Chronic kidney disease (CKD 

group), were enrolled to evaluate kidney damages; - 6 cases of healthy men, who had died 

in car accidents were enrolled to compose the control groups: 4 cases (age mean 28 ± 7.4 



with negative anamnesis for heart suffering and negative for the toxicological examination 

were selected as Control Group in the Quantitative Real-Time PCR (qRT-PCR)  reactions 

for the miRNA tested in cardiac and musculoskeletal tissues, and 2 cases (mean age 41.5 ± 

2.12 years), who died in car accidents for causes other than brain trauma, NAFLD, CKD and 

negative for toxicological examination were selected as Control group in the qRT-PCR 

reactions performed on brain, liver, and kidney. (iii) Histological and toxicological 

examinations were performed in all groups; (iv) miRNA quantification through qRT-PCR 

was performed; (v) for each miRNA the prediction effect analysis was carried out through 

both with the literature review and “in silico”, using several informatics tools; (vi) two 

surveys using online data collection tools were performed: “Multidimensional Body-Self 

Relations Questionnaire (MBSRQ)” and “in house” questionnaire to define the voluptuary 

habits of the interviewees; (vii) Statistical analysis was carried out through the software 

Statistica for Windows. 

Results: The literature reviews were very important to define the main adverse effects linked 

to AAS use/abuse and to identify the “candidate miRNAs” to test on the tissue samples of 

the selected cases. The main adverse effects concerning AAS use were strictly linked to the 

reproductive systems, particularly in adolescents. Moreover, other organs that are severely 

damaged by AAS use were heart, kidney, liver, and brain. For these reasons, several 

miRNAs related to these organs were selected and tested in the selected groups. For heart 

and musculoskeletal tissues, the miRNA expression values of miRNA has-133a-3p, hsa-

miR-208a-3p, hsa-miR-499a-3p, and hsa-miR-1-3p were tested. The expression levels of 

miR-133 in heart tissue (HF and AAS groups) and muscle tissue (AAS group) resulted 

upregulated compared to controls. The expression levels of miR-208 in heart tissue (HF and 

AAS groups) resulted upregulated compared to controls. These results were not confirmed 

in muscle tissue (AAS group), where expression levels were similarly to controls. The 

expression levels of miR-499 resulted upregulated in the HF group, while in the AAS group, 

the expression levels of this miRNA were similar to controls. The expression levels of miR-

1_3 both in HF and AAS groups resulted upregulated compared to controls. Moreover, this 

miRNA resulted overexpressed in the muscle (vastus lateralis) of the AAS group. 

In kidney tissue, miR-21 and miR-205 were tested. The expression values of miR-21 in 

kidney tissues were upregulated compared to controls, even if the CDK values were 

significantly higher than the AAS group. The expression levels of miR-205 were higher in 

the CKD group compared to the AAS group, even if they were overexpressed in both groups 

compared to controls. 

Analyzing the results on the liver tissue, comparing the expression values of miR-21 in the 



two tested groups (AAS vs NAFDL), even if the values were higher compared to controls, 

this miRNA resulted overexpressed in the AAS group with a statistical significant difference. 

Concerning the expression levels of miR-122 in each group, even if the values were 

overexpressed compared to controls, the NAFDL values were significantly higher than the 

AAS group. Analyzing the expression levels of miRNA-132, there were no significant 

differences comparing the AAS group to the NAFDL group, even if both miRNAs were 

higher compared to controls. The same results were obtained analyzing the data about miR-

155. 

On brain tissue, several miRNAs were tested (miR-21, miR-34, miR-124, miR-132, and 

miR-200b) in four groups (SG, AG, DG, and AAS groups). For miR-21 the expression 

values of the AAS group were similar to the expression values of the SG and AG groups and 

was significantly higher compared to DG. For miR-34, the AAS group showed expression 

levels of this miRNA similar to the DG group, resulting higher compared to the AG and SG 

groups. The tissue levels of miR-124 were higher in the AAS and SG groups compared to 

the DG and AG groups. miR-132 was higher in the DG and AAS groups compare to the AG 

and SG groups. Finally, miR-200b was significantly overexpressed in the AAS group, even 

if this miRNA was higher in all groups than in controls.  

The interpretation of miRNA expression was performed through several web tools (“in 

silico” analysis) ascertaining the possible effects of the aberrant expression at cellular 

levels. In this way, it was possible to achieve the main goal of this project, to ascertain the 

pivotal roles for several miRNAs expressed in specific tissue, linking them to specific 

organ damage. 

Finally, from the analysis of the questionnaires it was possible to create the first Italian 

map on the phenomenon linked to the use of several substances, such as AASs, Energy 

Drinks and Supplements. The collected data demonstrated that there was a significant 

association (p < 0.05) between the use of anabolic steroids and consumption of other 

substances, such as energy drinks and supplements. The potential health risks related to 

heavy consumption of these products have largely gone unaddressed. For these reasons, 

the effort of the scientific community both for a better understand and to better 

communicate the risks linked to the use of these substances should be improved. 

 

Significance and Impact of research: In the light of the results discussed in this project, 

it would appear that concerns in the scientific community and among the public regarding 

the potential adverse health effects of the increased consumption of energy drinks, 

supplements and AASs are broadly valid. As extensively discussed, AAS use is not limited 



to athletes, but concerns young people who use these kinds of substances for esthetical 

purposes. For these reasons, this ongoing field of research is very challenging for the 

scientific community, in particular for the forensic field, involving a large number of people. 

As demonstrated in this PhD project, the main organs involved as targets of the adverse 

effects of AAS use are heart, kidney, liver, and brain; in several cases, the pathologies could 

be fatal for the abusers as described in the discussed cases. The identification of new 

molecular biomarkers can be considered of interest for the scientific community, not only 

for anti-doping purposes but for public health, too.  

Indeed, considering the results of the questionnaires, the combined use of AASs with other 

substances such as supplements or energy drinks, is significantly higher compared to non-

users, demonstrating the idea of polypharmacy for AAS users. These substances can be 

anonymously supplied by the internet, where they are sold with alleged effects on mental, 

physical and sexual performance without any real evidence-based research. Obviously, the 

adverse effects of each substance are combined with each other, increasing the health risks 

for users and the public health cost for assistance in severe cases such as cardiovascular 

diseases. 

Future trends: The potential health risks related to a heavy consumption of these products 

have largely gone unaddressed. For these reasons, the effort of the scientific community 

both for a better understanding and to better communicate the risks linked to the use of these 

substances should be improved. 

 

Key words: Anabolic Androgenic Steroids (AASs), Adverse effects, Abuse, Kidney, Liver, 

Heart, Brain, miRNAs, new molecular biomarkers, Molecular mechanisms 
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Chapter 1. INTRODUCTION 
 
 
 
 
 

1.1. The use of Anabolic Androgenic Steroids (AASs) 

To date, even if anabolic androgenic steroid (AAS) abuse is clearly associated with a broad 

spectrum of collateral effects, frequently adolescents and athletes use a large group of 

synthetic derivatives of testosterone, both for esthetical use and to improve their performance 

(Bailey et al., 2013; Dickinson et al., 2014). The market for performance-enhancing drugs is 

continuously increasing. Indeed, the phenomenon of doping no longer affects only 

professional athletes, but it is continually expanding to subjects practicing sports activities at 

the amateur level (Reardon and Creado, 2014). 

The main AASs are summarized in Table 1. AASs are administered, both orally and by 

injection, cyclically, for periods ranging from 6-8 weeks followed by equivalent periods of 

abstinence. 

 

Endogenous AAS  Exogenous AAS  

 
TESTOSTERONE 

 
NANDROLONE 

 
DEHYDROEPIANDROSTERONE 

 
STANOZOLOL 
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ANDROSTENEDIOL 

 
OXANDROLONE 

 
DEHYDROTESTOSTERONE 

 
OXYMETHOLONE 

 

 
METHENOLONE 

 

 
MESTEROLONE 

 

 
FLUOXYMESTERONE 

Table 1.  The main AASs: the endogenous AASs are produced by the human body, the 
exogenous ones can be obtained synthetically and are commonly used in therapy and doping 
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AAS use is frequently associated with different substances such as energy drinks and dietary 

supplements. The use of these products has become widespread: while it is known that acute 

overdose has been associated with toxicity, there is growing concern that chronic use of 

energy drinks and dietary supplements may cause neurologic and cardiovascular toxicity, 

particularly when they are combined with AAS use (Grasser et al., 2014; Hajsadeghi et al., 

2016; Rottlaender et al., 2012). 

Performance-enhancing drugs is an umbrella term used to describe those substances that give 

an athlete an unfair physical or mental advantage over a competitor. Prohibited substances 

or techniques are categorized by their target outcome: to improve strength, endurance or 

mental tolerance (Lippi and Plebani, 2011). Athletes involved in drug doping may employ a 

masking agent to avoid detection. Diuretics are by far the most common and are used to 

lower the concentration of the drug or its metabolite in the urine by increasing urinary 

volume. Although diuretics are detectable with multi-analytic screening, other masking 

agents including desmopressin and glycerol require more sophisticated methods (World 

Anti-Doping Agency,2014; Cadwallader et al., 2010). 

One common factor in detecting each of these performance-enhancing drugs is that the 

traditional methods of drug testing were taken at a single time point. An enhanced method of 

detection has been required to counter the increasingly sophisticated doping regimens and 

the ongoing development of new substances. The athlete’s biological passport is the 

evolution of drug testing techniques that WADA has developed for this purpose (Bucknall 

et al., 2014). For these reasons, the identification of new molecular biomarkers remains an 

ambitious target for the scientific community. 

In recent years, energy drinks and dietary supplement use have increased, especially among 

young people, because these substances are sold as cognitive enhancing supplements. 

However, many of these new products produce altered psychological states, like 
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amphetamine effects (fatigue resistance, mood increase) and performance enhancement 

(Cole et al., 2018; Enriquez and Frankel, 2017; Grgic and Mikulic, 2017; Pomportes et al., 

2017). 

The combined use of different substances, such as AASs, energy drinks, and dietary 

supplements, could worsen each single adverse effect, increasing the risk for several 

pathologies such as cardiovascular disease. Moreover, the presence of other silent substrates 

(for example, genetic predisposition to cardiovascular diseases, the presence of the 

Metabolic Syndrome or physical inactivity) combined with the use of this kind of substance 

can represent an explosive mix for users, causing severe consequences and, in particular 

cases, death. 

For these reasons, it is very challenging for the scientific community to improve our 

knowledge in this research field. 
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1.2. Anabolic Androgenic Steroids: Mechanisms of Action  

AASs are synthetic derivatives of testosterone and their pharmacodynamics are similar to all 

other steroid hormones. Testosterone exerts different functions: in particular, it has a pivotal 

role in sexual differentiation, and it is produced more in men than in women. The biochemical 

pathway to obtain testosterone starts from cellular cholesterol, which after enzymatic 

cleavage of the lateral chain becomes pregnenolone. This molecule can then follow two 

different metabolic patterns. In the first 3-beta-hydroxysteroid dehydrogenase transforms 

pregnenolone into progesterone, then 17-a-hydroxylase adds an oxidrile group to 

pregnenolone and progesterone, synthesizing, respectively, 17-a-OH-pregnenolone and 17-

a-OH-progesterone. Acting on each of these molecules, 17,20-lyase produces 

dehydroepiandrosterone (DHEA) and androstenedione. Androstenediol and testosterone are 

produced by the action of 17-beta-hydroxysteroid dehydrogenase on the two molecules. 

Androstenediol, moreover, can be transformed into testosterone by 3-beta-hydroxysteroid 

dehydrogenase (Bremner et al., 1983; Saad et al., 2013). 

Testosterone can exert its action itself but, more commonly, via the work of two enzymes 

called 5-a-reductase and CYP19-aromatase; in fact, it is possible to distinguish active (di-

hydro-testosterone and estradiol respectively) and inactive (androsterone and 

etiocholanolone respectively) testosterone metabolites. In particular, di-hydro-testosterone 

and testosterone, acting through the binding androgen receptor, have a different affinity, the 

first being higher than the second. As has been stated above, testosterone is the primary 

androgen in men, primarily produced by Leydig cells and, in less quantity, by adrenal glands, 

in a relatively constant amount, with some diurnal variation that is age correlated. Indeed, 

daily variations of testosterone are well documented with specific levels that peak between 

05:30 and 08:00 and trough levels occurring approximately 12 h later (de la Torre et al., 

1981; Montanini et al., 1988; Walker, 2009; Wittert, 2014). 
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Androgens have several actions in the human body, in particular, in males, they deal with 

body growth and sexual differentiation acting on all tissues and organs. Testosterone 

production, after a role in fetal development, starts its effect during puberty, under the 

metabolic stimuli of gonadotropins, regulating, above all, spermatogenesis (Unger, 2014; 

Walia et al., 2011). 

AASs are membrane-permeable and influence the nucleus of cells by direct action. 

Synthetically, when the exogenous hormone penetrates the membrane of the target cell, the 

first step is their link to an androgen receptor (AR) located in the cytoplasm of the cell. From 

there, the compound hormone-receptor diffuses into the nucleus, it either alters gene 

expression (Sanchez et al., 2012), or activates processes that send signals to other parts of 

the cell (Hampl et al., 2016).  

Thanks to drug designers, to date, more than 100 AAS compounds have been synthesized. 

Analyzing their chemical structure, metabolic half-life, and physiological effects, three 

classes of AASs can be identified. The first class was obtained by the esterification of the 

17β-hydroxyl group of testosterone and includes testosterone propionate and testosterone 

cypionate. The second class is composed of esterified AASs, connected with the long side 

chain moieties, with a substitution of hydrogen for the methyl group at C19. The third class 

of AASs comprises those compounds that are alkylated at C17, such as 17α-

methyltestosterone and stanozolol (Oberlander et al., 2012). 

The most frequently abused androgens are nandrolone, testosterone, stanozolol, 

methandienone, and methenolone  (Kicman, 2008; Sessa et al., 2018).  

The anabolic androgenic effects are linked to the androgen receptor (AR)-signaling action. 

Androgen receptors are expressed in myosatellite cells (also named satellite cells); these are 

the precursors of skeletal muscle cells (Sinha-Hikim et al., 2004). 

AASs exert their action by several different mechanisms: (i) they modulate androgen 
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receptor expression as a consequence of intracellular metabolism; (ii) they affect the 

androgen receptor directly and thus subsequent interactions with co-activators and 

transcriptional activity; (iii) they interfere with the glucocorticoid receptor expression 

eliciting an anticatabolic effect; and (iv) they act on the Central Nervous System (CNS) 

resulting in behavioral changes, following genomic and non-genomic pathways (Kicman, 

2008; Parkinson and Evans, 2006). 

In particular, free testosterone is transported into target tissue cell cytoplasm; binding to the 

androgen receptors (AR) takes place either directly or after conversion to 5α-

dihydrotestosterone (DHT) by the cytoplasmic enzyme 5-alpha reductase. In the cell nucleus, 

both free and bound testosterone act on specific nucleotide sequences of the chromosomal 

DNA. The produced mRNA can activate DNA transcription of specific responsive genes 

(Handelsman et al., 2015).  

AASs mimic testosterone physiological effects, and primarily act via the androgen receptor 

(figure 1). 
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Figure 1: Mechanism of testosterone action. Free testosterone is transported into the target tissue cell cytoplasm, 
where it can either bind the androgen receptor, or be reduced to 5α-di-hydro-testosterone (DHT) by the cytoplasmic 
enzyme 5-alpha reductase. The T-receptor complex undergoes a structural change that allows its translocation into the cell 
nucleus, where it directly binds to specific nucleotide sequences of the chromosomal DNA. The produced mRNA promotes 
the biosynthesis of testosterone: our own picture, previously published (Salerno et al., 2018). 
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1.3. Adverse Effects of Androgen Abuse 

AAS use/abuse is frequently linked to widespread serious health damage: indeed, even in 

cases of a one-time cycle (use over a specific time-period) at very low doses can cause 

irreversible harmful effects after the cycle is completed. Moreover, recreational users and/or 

athletes use AASs in association with other drugs, such as stimulants and/or depressants. In 

this way, the correct attribution of adverse effects on AAS use/abuse becomes very difficult. 

Furthermore, when a side effect occurs in athletes or bodybuilders, it is complicated to 

elucidate if the adverse effects were linked to androgen use or to "athlete" status (Pope et al., 

2014a, 2014b). 

Nonetheless, as illustrated in figure 2, a large number of side effects related to AAS use/abuse 

has been described. The illicit use of AASs provokes or favors the development of serious 

pathological conditions, such as hypertension, atherosclerosis, hepatic damage and tumors, 

tendon ruptures, reduced libido, and psychiatric/behavioral disorders such as aggressiveness 

and irritability (Bertozzi et al., 2017; Junior et al., 2018; Mewis et al., 1996; Stannard and 

Bucknell, 1993; White and Noeun, 2017; Yesalis and Bahrke, 1995). The effects on mood 

and behavior are also well established: depressive, hypomanic or manic episodes, sometimes 

associated with psychotic symptoms, increased risk of suicidal or homicidal death have been 

observed in AAS users (Bertozzi, Salerno, Pomara, & Sessa, 2019; Kanayama, Hudson, & 

Pope, 2008; Piacentino et al., 2015; H.G. Pope & Katz, 1994). Some studies reported adverse 

renal, immunologic and musculoskeletal effects (Kanayama et al., 2010; Pope et al., 2014b). 

The main adverse effects linked to AAS use/abuse are summarized in figure 2. 
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Figure 2. Principal adverse effects of AAS use/abuse: own picture, previously published (Sessa et al., 2018) 
 
 

Therefore, even if there are well-known consequences of AAS abuse because of their 

particular chemical structure that is similar to corticosteroids and their use at 

supraphysiological doses, their full pathway of action is still under study. In this context, a 

recently published case report discussed and provided evidence on unusual adverse effects 

linked to immunodeficiency in an AAS abuser. This kind of chronic complication, even if 

not usually considered, may lead to sudden death (Bertozzi et al., 2019b). For these reasons, 

further studies are needed to completely clarify the main adverse effects linked to AAS 

use/abuse. 
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1.4. The role of miRNA in the research project 

Over the last few years, the development of MicroRNA (miRNA) technologies has become 

an essential part of research projects and their role as potential molecular biomarkers is 

being investigated by the scientific community.  

MicroRNAs (miRNAs) are 20–22 nucleotide non-coding RNA molecules, which regulate 

gene expression at the post-transcriptional level, located in intergenic or intronic regions as 

individual or clustered genes (Bartel, 2004). Several steps must occur before miRNAs can 

act, including the action of many enzymes, such as RNA polymerase II, Drosha, Exportin 5, 

Dicer and Argonaute (Ago). Figure 3 shows a schematic description of miRNA biogenesis 

(MacFarlane and Murphy, 2010; Slezak-Prochazka et al., 2010).  

 

Figure 3. Schematic description of miRNA biogenesis. In the nucleus, RNA polymerase II transcribed the long primary 
miRNA, which is later converted by the endonuclease Drosha intopre-miRNA. This pre-miRNA is exported into the 
cytoplasm and further cleaved by Dicer, developing mature miRNAs. This latter recognizes 3' untranslated regions, guided 
by RNA, inducing silencing complexes (RISC). The result is the silencing of target expression. 
This picture is our own, previously published (Sessa et al., 2018) 
 

miRNA nomenclature was based simply on the sequence of discovery, with few notable 

exceptions (such as let-7 and lin-4). Subsequently, the identifiers indicating the species (hsa, 

human; mmu, murine; etc.) were added. Moreover, other symbols (such as "*") or numbers 

(-5p or 3p) could be added, identifying better the miRNAs (for example indicating the 

homology, the guide miRNA strand, etc...) (Desvignes et al., 2015). 

These small noncoding RNAs regulate gene expression by RNA-RNA interactions, but this 

is not the only mechanism to control protein production; other mechanisms are: ribosomal 

RNA modifications, repression of mRNA expression by RNA interference, and alternative 
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splicing (Catalanotto et al., 2016). 

Main clinical applications of miRNA dosage and deregulation are: i) cancer 

characterization and prediction of the course of a disease (Segura et al., 2010; Yu et al., 

2008); ii) viral infection diagnosis (Lecellier et al., 2005); iii) implications in nervous 

system development (Mehler and Mattick, 2007); iv) cardiovascular disorder diagnosis 

(Ai et al., 2010; Van Rooij et al., 2006; Wang et al., 2010a); v) identification of specific 

patterns in primary muscular disorders (Eisenberg et al., 2007); vi) differences among 

diagnosed type 1 diabetes and healthy control diabetes (Nielsen et al., 2012). These 

associations demonstrate that using these abnormally expressed miRNAs as biomarkers 

for diseases is a valuable diagnostic strategy. 

The discovery of miRNAs has opened up new avenues of research in biomedicine. It is 

remarkable to note the fast rate of fundamental discoveries made in two decades (illustrated 

by the exponentially growing number of publications). These molecules indeed harbor 

specific features (stability, easy manipulation, reasonably simple detection, tissue 

specificity) that make them appealing candidates as diagnostic, prognostic, or theranostic 

biomarkers and even therapeutic targets (Leuenberger and Saugy, 2015).  

However, some uncertainties remain that may prevent their immediate large-scale 

exploitation: for these reasons, collective efforts made by clinicians, academic and industrial 

researchers are needed to better clarify possible miRNA applications. 
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1.5 Circulating MicroRNAs: New Molecular Biomarkers in the fight against doping 

Circulating miRNAs are highly stable in several body fluids, including plasma and serum. 

Moreover, emerging evidence demonstrates that serum miRNAs remain stable at different 

temperature conditions if compared to other sources of miRNAs. Hence, in view of their 

potential use as novel, non-invasive biomarkers, the profiles of circulating miRNAs have 

been explored in the field of anti-doping (Chana et al., 2013; Leuenberger and Saugy, 2015).  

To date, several papers have described the potential use of circulating miRNAs as specific 

biomarkers in the anti-doping field. For example, the use of a continuous erythropoietin 

receptor activator induces higher plasma levels of miR-144: the plasma dosage of this 

miRNA could be used for the detection of erythropoiesis-stimulating agents (Zhou et al., 

2015). Another study described a relationship between the expression of 4 miRNAs and the 

use of recombinant human GH (Keane et al., 2015). Moreover, the study of Leuenberger et 

al. highlighted the importance of circulating miRNAs as biomarkers for autologous blood 

transfusions (Leuenberger et al., 2013b).  

The use of circulating miRNAs to detect performance-enhancing agents, such as AASs, 

could become very important in the near future, considering that currently the gold standard 

method of detecting exogenous testosterone administration is gas chromatography–mass 

spectrometry analyses of urine samples (Leuenberger and Saugy, 2015). 

Quantitative RT-PCR is the gold standard method of quantifying circulating miRNAs. This 

technique has high sensitivity and specificity and is suitable for quantification across a wide 

dynamic range (the ratio between the largest and smallest values of a changeable quantity). 

Two major strategies enable the specific amplification of mature miRNAs via RT-PCR. In 

the first strategy, a stem-loop-shaped primer binds specifically to the mature miRNA to 

generate a unique template for RT (Chen et al., 2005). Alternatively, in poly(A)-tailed PCR, 

a poly(A) tail is added to the 3′ UTR of a mature miRNA by a polyadenylating enzyme, and 
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then universal primers containing 5′ terminal oligo (dT) sequences are used to initiate the RT 

reaction (Kroh et al., 2010). 

Although the technical variability of circulating miRNA extraction can be normalized by 

using a non-human spike-in control, no absolute internal controls exist due to the cell-free 

condition of the sample. Invariant (non-changing) miRNAs are sometimes selected as 

endogenous controls; however, the biological significance of specific miRNAs can be 

underestimated using this approach (Kroh et al., 2010). 

In the near future, new molecular biomarkers it could be incorporated into the adaptive model 

of the Athlete Biological Passport (ABP), considering their high stability in blood and 

unmodified characteristics when exposed to environmental factors (Ponzetto et al., 2016). 

Furthermore, the possibility to detect miRNAs not only in serum and plasma but also in urine, 

saliva and other body fluids (Gilad et al., 2008), makes these new molecular biomarkers the 

new frontier in the fight against doping. 
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Chapter 2. AIMS AND PLANNING OF RESEARCH 
 
 
The goal of this work was to analyze several important aspects linked to the use of anabolic 

androgenic steroids, defining the following: - organ damage; - new molecular biomarkers; - 

epidemiology; - pathology; - toxicology. The research hypothesis at the base of the present 

project is summarized in figure 4. 

 

 
Figure 4: The research hypothesis of the project is that AAS abuse has side effects on the health of the user; after a middle 
term use/abuse, organ damage could occur, with a dysregulation of miRNA expression. These miRNAs could become new 
molecular biomarkers of AAS use/abuse. This picture is my own, previously published (Sessa et al., 2018) 
 
In particular, during the first year of this project, the evaluation of adverse effects generated by 

AAS use/abuse was performed. To achieve these goals, a literature review, histological and 

toxicological examinations on selected cases (5 young people who had died with toxicological 

positive tests) were performed. This step was very important in order to better define the 

adverse effects linked with AAS use/abuse. 

 

In the light of these findings, the second year activities of the project were performed. Firstly, a 

systematic literature review and meta-analysis on miRNA expression dysregulated in organ 
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damage related to AAS use/abuse was performed. This activity allowed us to select the 

“candidate miRNAs” as new molecular biomarkers linked to each adverse effect of AAS 

use/abuse. Finally, a miRNA quantification in heart and musculoskeletal tissues was performed 

in two groups, “AAS group” (composed of 5 cases, positive for toxicological analysis for AAS 

abuse), and “Heart Failure (HF) group” (composed of 6 cases who had died of heart failure, 

with negative toxicological analysis). 

 

Finally, the third year activities of this PhD project were performed both at the University 

of Foggia and the University of Malta: 

• Detection of new molecular biomarkers (“miRNA signatures”) in other tissues 

sampled from the “AAS group”: kidney, liver, and brain. For each tissue, subjects who had 

died of pathologies concerning the main organs tested as listed below were enrolled.  

The data about miRNA expression in kidney tissue were compared between the “AAS 

group” and CKD group.  

The data obtained in the liver tissue of the “AAS group” were compared with the data 

collected in the “NAFLD” group. 

Finally, the CNS was extensively studied. Indeed, on brain tissue, miRNA expression was 

evaluated in four selected groups of cadavers: “AAS group”, Drug group (DG), ischemic 

stroke-related deaths (SG group), aging damage in older people who died from other 

causes (AG group). 

• Realization of the first map of the phenomenon through anonymous questionnaires 

to evaluate the voluptuary practices linked to AAS use, in the South of Italy. To achieve 

this goal, two questionnaires were administered:   

- Survey 1: composed of the Multidimensional Body-Self Relations Questionnaire 

(MBSRQ); 
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- Survey 2: composed of 48 questions in order to determine the voluptuary habits of 

the interviewees about their use of "Smart Drugs", "Energy drinks" and "AASs", 

their mental status and the interactions with doctors regarding performance-

enhancing drugs. 
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Chapter 3. MATERIALS AND METHODS 
 
 
3.1. Literature Review  

 

During the project, two complete literature reviews were performed at different times: 

firstly, at the beginning of the research project, and secondly, before the second year 

activities. 

The first review was conducted using PubMed, Scopus, Web of Science, and Google 

Scholar databases. On these database websites, I searched for articles from 1 January 1980 

to March 2019 using the following key terms: “Anabolic Androgenic Steroid”, “death”, 

“toxicity”, and “side/adverse effects”. The main keyword “Anabolic Androgenic Steroid” 

was individually searched for in association with each of the others. Articles were excluded 

by title, abstract, or full text for irrelevance to the investigated issues. Lastly, to identify 

further studies that met the inclusion criteria, the references of the selected articles were 

also reviewed. 

For the second review, some databases, from 1990 to June 2017, were searched: Medline, 

Cochrane Central, Scopus, Web of Science, Science Direct, EMBASE and Google Scholar, 

using the following keywords: “miRNA”, “Anabolic Androgenic Steroid”, “side/adverse 

effects”, organs and systems (“Cardiovascular system”, “reproductive system”, “central 

nervous system”, “liver”, “kidney”, and “skin”). The main keywords, “Anabolic 

Androgenic Steroid”, organs and systems (Cardiovascular system, reproductive system, 

central nervous system, liver, kidney, and skin), and “miRNA” were individually searched 

for in association with each of the others. 
 
 
3.2. Case selection 

 

All samples were selected analyzing the documentation of all autopsies performed by the 

Institute of Legal Medicine of Foggia from 2001 to July 2018 (about 1700 autopsies). All 

procedures were performed in accordance with international guidelines and were approved 

by the Scientific Committee of the University of Foggia. 

 

3.2.1 AAS group 

Five cases of young men (29 - 40 years), with toxicological positive test for anabolic agents, 

were selected (age mean 32.4 ± 4.39 years; mean body mass index (BMI) 26.9 ± 1.26).  

For cases 1, 2 and 3 (table 2) all the information was obtained analyzing the medico-legal 
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documentation produced for juridical purposes and/or through the analysis of the case report 

listed in the references. On the Formalin-Fixed Paraffin-Embedded (FFPE) tissues, collected 

during the autopsies, miRNA quantifications were performed. On the other hand, all 

investigation concerning cases 4 and 5 were performed during activities, considering that 

each case occurred between 2016 and 2019.  

Case 1 - The case of a 29-year-old bodybuilder who suddenly collapsed after dinner in his 

apartment (weight 72 kg, height 166 cm; BMI= 26.1) was selected. He had a weightlifting 

workout at the gymnasium a few hours before. Cardiopulmonary resuscitation, initiated by 

an emergency physician, was unsuccessful. According to his friends, he had been taking 

anabolic steroids (testosterone, nandrolone, and stanozolol) parenterally for several years, 

mainly to improve his appearance. Several glass vials were found in his room and were 

labeled Winstrol (stanozolol), Deca (nandrolone), Testoviron Depot, and Andriol 

(testosterone) (Fineschi et al., 2007). 

Case 2 - The case of 30-year-old male, first an amateur, and later a competitive bodybuilder, 

who worked out regularly at the gymnasium, suddenly collapsed at home and was found dead 

(weight 90 kg, height 178 cm; BMI=28.4). He had a weightlifting workout at the gymnasium 

a few hours before. In an ashtray near the body, a 2-ml vial of nandrolone decanoate was 

found along with a used 2.5-ml syringe. The apartment contained other drugs too, most of 

which fell into the AAS and supplements categories. All witnesses confirmed that the subject 

had started using AASs approximately 6 months prior to his death. Baseline blood tests, 

performed a few days before death, were unremarkable except for a slight increase in hepatic 

enzymes (Fineschi et al., 2007). 

Case 3 – The case of 32-year-old bodybuilder was selected (weight 90 kg, height 189 cm; 

BMI= 25.19). He suddenly lost consciousness during a weight lifting workout at the 

gymnasium and died. Two weeks earlier, he had experienced an episode of chest pain for a 

few minutes, with pain radiating to his left arm. According to relatives and friends, the patient 

did not consult a doctor and continued training, believing that his physical activity had caused 

the pain. For several months, he had been taking testosterone propionate (700 mg/ wk) and 

nandrolone (200 mg/wk) parenterally, and he had been taking stanozolol per os (70 mg/wk). 

His medical history was unremarkable. (Fineschi et al., 2001). 

Case 4 – the case of a 40-year-old man was selected: the corpse was found by his wife in his 

covered garage (weight 83 kg, height 175 cm, and BMI=27.1). His t-shirt was completely 

sweaty. At the external examination, three acupuncture signs were found on the super-

external quadrant of the left gluteal. No other significant signs were reported. Nearby, a 
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blood-stained 10-ml syringe was found, even if the cap was on. Finally, a small glass vial 

labeled as Trenbolone Acetate was found. 

Case 5 – The case of a 31-year-old male, competitive bodybuilder, was selected (weight 80 

kg, height 170 cm; BMI=27.7). He went to hospital for a trauma on his leg. At blood tests, 

liver damage was described, but he went home against medical advice. After two days, his 

health conditions got worse and he returned to the hospital. In only a few hours he went into 

a coma due to crush syndrome, a medical condition characterized by major shock and renal 

failure after a crushing injury to skeletal muscle. Crush injury is compression of extremities 

or other parts of the body that causes muscle swelling and/or neurological disturbances in the 

affected areas of the body, while crush syndrome is localized crush injury with systemic 

manifestations. After 10 days he died. All witnesses confirmed that the subject had started 

using AASs approximately 18 months prior to his death (Bertozzi et al., 2019b). 

 

The main characteristics of the AAS group are summarized in table 2. 

GROUP AGE 
CAUSE OF 

DEATH 

MACROSCOPIC 

FINDINGS 
MICROSCOPIC HEART FINDINGS 

AAS     

1 29 

Heart failure 

secondary to AAS 

assumption 

The heart had a normal 

shape and weighed 380 g  

Segmentation of the myocardial cells, widening of 

intercalated discs, and foci of contracted 

myocardium alternated with bundles, distended 

myocardium with granular disruption of the 

myocytes. 

2 30 

Heart failure 

secondary to AAS 

assumption 

The heart had a normal 

shape and weighed 400 g 

Histopathologic examination of the heart revealed 

focal myocardial fibrosis. 

3 32 

Heart failure 

secondary to AAS 

assumption 

The heart had a normal 

shape and weighed 450 g 

Histologically, the grayish area corresponded to 

typical infarct necrosis with a histologic age of 

approximately 15 days. The lesion was 

characterized by hyperdistended myocardial cells 

with sarcomeres in registered order, 

circumscribed at its periphery by young collagen 

tissue containing numerous macrophages. 

4 40 

Heart failure 

secondary to AAS 

assumption 

The heart had a normal 

shape and weighed 380 gr. 

Histopathologic examination of the heart revealed 

widespread fibrotic areas in myocardial tissue. 

5 31 

Septic shock 

subsequent to 

necrotizing 

myofasciitis 

The heart had a normal 

shape and weighed 350 g. 

Histopathologic examination revealed at the 

myocardium level limited areas of fibrosis. 

Finally, in some fields there were aspects of 

dissolving myofibers (colliquative necrosis). 

Table 2. The main characteristics of the AAS group (subjects died with toxicological positive 
tests for anabolic androgenic steroids). These samples were tested for all miRNA 
experimentation. Each case was tested for all selected miRNAs, changing the tissue (Heart, 
Liver, Kidney, Brain, Musculoskeletal). 
 

 

3.2.2 Heart failure (HF) group 

Six cases of men who died of heart failure with negative toxicological analysis were enrolled 
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as the "HF (heart failure)" group (mean age 54.33 ± 9.97 years; BMI mean 26.9 ± 1.4). The 

main information for each case is summarized in table 3. 

GROUP AGE 
CAUSE OF 

DEATH 
MACROSCOPIC FINDINGS MICROSCOPIC FINDINGS 

CARDIAC TISSUE 

HF     

1 72 

Sudden cardiac 

death (SCD) in a 

patient with 

coronary heart 

disease (CHD) 

Abnormal heart form (such as "ball" 

kind) with increased dimension (542 gr). 

The epicardium appeared strongly at the 

left ventricular wall, carton consistency. 

 

Extensive areas of colliquative 

myocytolysis (grade I); extended areas 

of necrosis; arteriolosclerosis.  

2 58 
Acute heart 

failure (AHF) 

Increased heart dimensions (510 gr) of a 

red-brownish color, with abundant 

subepicardial fat. The cardiac cavities 

contained abundant dark-red fluid 

blood. Aortic arch affected by 

atheromatous alterations. 

Significant areas of necrosis on the left 

ventricle; areas of connective tissue 

damage, important presence of 

leukocytes. 

3 54 

SCD caused by 

Myocardial 

Ischemia 

Regular heart in form and dimensions 

(weight 557gr).  

Contraction band necrosis, coronary 

sclerosis, colliquative myocytolysis. 

Presence of recent thrombus in posterior 

descending artery (PDA). 

4 51 

SCD due to 

cardiac 

degeneration 

Normal heart in dimension and form 

(480 gr).  

Contraction band necrosis, fibrosis, 

stasis, and colliquative myocytolysis. 

5 47 

Cardiac failure 

with 

histopathological 

aspects of severe 

heart failure 

Regular size of the heart (measuring 

12x11.5x7 cm, weight 440 gr). Normal 

vascular structures. 

Classical signs of chronic pericarditis; 

contraction-band necrotic areas, 

perivascular and interstitial fibrosis, 

stasis, grade III colliquative 

myocytolysis, arteriolosclerosis. 

6 44 

Acute myocardial 

necrosis with 

electromechanical 

dissociation with 

several ischemic 

areas  

Regular heart (640 gr), with moderate 

subepicardial adipose tissue. 

Contraction band necrosis,, acute stasis, 

coronary sclerosis. 

Table 3. The main characteristics of the HF group (subjects died of heart failure with 
negative toxicological analysis). These samples were tested for cardiac and musculoskeletal 
tissues. 
 

3.2.3 Brain injury: Stroke group (SG), Drug group (DG), and Aging group (AG) 

To perform the analysis on the brain tissue, 3 groups were tested: 5 cases of men who died 

of brain stroke were selected (mean age 57.8 ± 6.7 years), making up the SG group; 5 cases 

of men who died with a toxicological test positive for drug abuse (cocaine) were selected 

(mean age 29.2 ± 5.6 years), forming the DG group; 5 cases of older men who died of Sudden 

Cardiac arrest (mean age 75.8 ± 6.9 years), generating the AG group (Table 4). 
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GROUP AGE 
CAUSE OF 

DEATH 
MACROSCOPIC FINDINGS MICROSCOPIC FINDINGS 

BRAIN TISSUE 

SG     

1 80 ischemic stroke 
brain edema; reddish punctiform areas 

of the white matter. 

perineuronal and perivasal edema, red 

neurons, malacic areas. 

2 79 

ischemic stroke 

from a 

vertebrobasilar 

embolism 

brain edema; reddish punctiform areas 

of the white matter. 
perineuronal edema, red neurons. 

3 34 

ischemic stroke in 

a subject with 

atheromatous 

formation at the 

Willis polygon 

atherosclerotic alterations in the Willis 

polygon. 
vasogenic edema, red neurons. 

4 24 

ischemic stroke 

from a systemic 

massive bleeding 

post-hypoxic malacic areas of the white 

matter. 

perivasal edema, red neurons, 

hemorrhages of Duret. 

5 72 ischemic stroke 
brain edema; reddish punctiform areas 

of the white matter. 

vasogenic edema, ischemic areas, “red 

neurons”. 

DG     

1 29 

sudden cardiac 

death secondary 

to cocaine intake 

brain edema. cortical edema. 

2 32 

fatal ventricular 

arrhythmia 

secondary to 

cocaine intake 

brain edema. vasogenic edema. 

3 30 

sudden cardiac 

death secondary 

to cocaine intake 

brain edema. perineuronal and perivasal edema. 

4 20 

fatal cardiac 

arrhythmia 

secondary to 

cocaine intake 

brain edema. cortical edema, arteriolosclerosis. 

5 35 

fatal ventricular 

arrhythmia 

secondary to 

cocaine intake 

brain edema, stasis. 
perineuronal edema, small perivascular 

hemorrhages 

AG     

1 80 
fatal cardiac 

arrhythmia 
brain edema. vasogenic edema, arteriolosclerosis. 

2 83 
ventricular 

arrhythmia 
brain edema. perineuronal and perivasal edema. 

3 77 cardiac failure brain edema. 
vasogenic edema, small periventricular 

hemorrhages. 

4 65 
sudden cardiac 

death 
brain edema. cortical edema. 

5 74 
fatal cardiac 

arrhythmia 
brain edema. 

perineuronal and perivasal edema, 

small perivascular hemorrhages. 

Table 4. The main characteristics of three groups tested for brain tissues: SG, stroke group; 
DG, drug group; AG, aged group. 
 

3.2.4 Non-alcoholic fatty liver disease (NAFLD) group 

Furthermore, to perform the liver tissue analysis, 5 cases of men who died of cardiac arrest 

(mean age 47.4 ± 4.03 years). During their life, all subjects had suffered from cirrhosis caused 

by NAFLD. The main characteristics are summarized in table 5. 
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GROUP AGE 
CAUSE OF 

DEATH 
MACROSCOPIC FINDINGS MICROSCOPIC FINDINGS 

LIVER TISSUE 

NAFLD     

1 43 

Heart failure in a 

subject suffering 

from cirrhosis 

caused by 

NAFLD 

The presence of micronodular cirrhosis 

in the liver with fatty change was 

detected by small, yellow nodules. 

Presence of regenerative nodules of 

hepatocytes surrounded by connective 

tissue that bridges between portal tracts. 

Within this collagenous tissue 

lymphocytes were detected as well as a 

proliferation of bile ducts. 

2 53 

Heart failure in a 

subject suffering 

from cirrhosis 

caused by 

NAFLD 

The presence of micronodular cirrhosis 

in the liver with fatty change was 

detected by small, yellow nodules. 

Presence of regenerative nodules of 

hepatocytes surrounded by connective 

tissue that bridges between portal tracts.  

3 49 

Heart failure in a 

subject suffering 

from cirrhosis 

caused by 

NAFLD 

The presence of micronodular cirrhosis 

in the liver with fatty change was 

detected by small, yellow nodules. 

Presence of regenerative nodules of 

hepatocytes surrounded by fibrous 

connective tissue that bridges between 

portal tracts was reported. Within this 

collagenous tissue lymphocytes were 

detected as well as a proliferation of bile 

ducts. 

4 44 

Heart failure in a 

subject suffering 

from cirrhosis 

caused by 

NAFLD 

The presence of micronodular cirrhosis 

in the liver with fatty change was 

detected by small, yellow nodules. 

Presence of regenerative nodules of 

hepatocytes surrounded by connective 

tissue that bridges between portal tracts.  

5 48 

Heart failure in a 

subject suffering 

from cirrhosis 

caused by 

NAFLD 

The presence of micronodular cirrhosis 

in the liver with fatty change was 

detected by small, yellow nodules. 

Presence of regenerative nodules of 

hepatocytes surrounded by fibrous 

connective tissue that bridges between 

portal tracts. 

Table 5. The main characteristics of the NAFLD group. 
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3.2.5 Chronic kidney disease (CKD) group 

To analyze the kidney tissue, 5 cases of men who died of cardiac arrest after a long period of 

time (from 2 to 5 years) of Chronic kidney disease (CKD) were selected (mean age 66.2 ± 

5.4 years). The main characteristics are summarized in table 6. 

 

GROUP AGE 
CAUSE OF 

DEATH 
MACROSCOPIC FINDINGS MICROSCOPIC FINDINGS 

KIDNEY TISSUE 

CKD     

1 67 

Heart failure in a 

subject suffering 

from Chronic 

kidney disease 

(CKD) 

Abnormal kidney dimensions 

(reduced).  

 

Diffuse hypocellular interstitial fibrosis of the 

cortex as well as of the medullae with tubular 

atrophy and global glomerular obsolescence. 

Moderate amounts of interstitial lymphocytes in 

the less fibrotic areas mainly located in the 

medullary rays and at the cortico-medullary 

junction. 

2 69 

Heart failure in a 

subject suffering 

of Chronic kidney 

disease (CKD) 

Abnormal kidney dimensions 

(reduced). 

 

Diffuse hypocellular interstitial fibrosis of the 

cortex as well as of the medullae with tubular 

atrophy and global glomerular obsolescence. 

Moderate amounts of interstitial lymphocytes in 

the less fibrotic areas mainly located in the 

medullary rays and at the cortico-medullary 

junction. 

3 59 

Heart failure in a 

subject suffering 

of Chronic kidney 

disease (CKD) 

Abnormal kidney dimensions 

(reduced). 

 

Perihilar focal segmental sclerotic lesion 

affecting enlarged glomeruli. Area of scarring 

with interstitial fibrosis, tubular atrophy, 

glomerulosclerosis. 

4 73 

Heart failure in a 

subject suffering 

of Chronic kidney 

disease (CKD) 

Abnormal kidney dimensions 

(reduced). 

 

Area of scarring and interstitial fibrosis, tubular 

atrophy. 

5 63 

Heart failure in a 

subject suffering 

of Chronic kidney 

disease (CKD) 

Abnormal kidney dimensions 

(reduced). 

 

Mild to moderate interstitial fibrosis and 

enlarged glomerulus. 

Table 6. The main characteristics of the CKD group. 
 

 

 

 

3.2.6 Control groups 

Four cases of healthy men (age mean 28 ± 7.4), died from a car accident with negative 

anamnesis for heart suffering. The toxicological examination was negative for all subjects. 

This group was selected as reference samples in the Real-Time PCR reactions for the miRNA 

tested in cardiac and musculoskeletal tissues (Table 7). 
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GROUP AGE 
CAUSE OF 

DEATH 
MACROSCOPIC FINDINGS MICROSCOPIC FINDINGS 

CONTROL     

1 29 

Hypovolemic 

shock in 

polytrauma 

Regular heart in form and dimensions 
No pathological signs on the heart 

tissues 

2 38 

Hypovolemic 

shock in 

polytrauma 

Regular heart in form and dimensions 
No pathological signs on the heart 

tissues 

3 24 

Hypovolemic 

shock in 

polytrauma 

Regular heart in form and dimensions 
No pathological signs on the heart 

tissues 

4 21 

Hypovolemic 

shock in 

polytrauma 

Regular heart in form and dimensions 
No pathological signs on the heart 

tissues 

Table 7. The main characteristics of the CONTROL group (subjects died from a car accident 
with negative anamnesis for heart suffering), utilized for miRNA quantification in the heart 
and musculoskeletal tissues. 
 

Finally, 2 cases of healthy men (mean age 41.5 ± 2.12 years), who died in car accidents, for 

causes other than brain trauma, NAFLD, CKD and negative for toxicological examination 

were selected as controls in the Real-Time PCR reactions. The main data are reported in table 

8. 

GROUP AGE 
CAUSE OF 

DEATH 
MACROSCOPIC FINDINGS MICROSCOPIC FINDINGS 

BRAIN, LIVER, AND KIDNEYS TISSUES 

CONTROL     

1 40 

Hypovolemic 

shock in 

polytrauma 

Regular brain, liver and kidneys both 

in form and dimensions 

No microscopic alteration on brain, 

liver and kidneys 

2 43 

Hypovolemic 

shock in 

polytrauma 

Regular brain, liver and kidneys both 

in form and dimensions 

No microscopic alteration on brain, 

liver and kidneys 

Table 8. The main characteristics of the CONTROL group (subjects died in car accidents 
with negative anamnesis for brain, liver, and kidney diseases), used for miRNA 
quantification in the brain, liver, and kidney tissues.   
 
 
3.3. Histological examination 

 

The histological examination was performed for all cases. Histology is of value in 

confirming, evaluating and sometimes revising the course of natural disease processes 

that may have contributed to the cause of death. The sections were obtained from different 

tissues (Heart, Muscoloskeleton -Vastus lateralis-, Brain, Liver, Kidney) as indicated 

above. All slides were stained with hematoxylin and eosin, mounted with coverslips and 

finally observed with a Leica DM5000 upright microscope (Leica Microsystems). 
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3.4. Toxicological examination 
 

All chemicals were analytical grade and were supplied by Analyticals Carlo Erba, Milan, 

Italy. AAS standards were supplied by Sigma and SALARS, Como, Italy. The solvents 

were purchased from Fluka Chemie. The extraction was performed according to Varian’s 

procedure for C18 Bond-Elut used in AAS separation from the biological sample.  

From each sample, 1 µl was injected into a gas chromatography/mass spectrometry 

(GC/MS) Hewlett Packard 6890/5973 system. The method was previously described 

(Pomara et al., 2016). 
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3.5. miRNA quantification through quantitative real-time PCR (qRT-PCR)  
 

Total RNA, including miRNAs, was isolated from formaldehyde-fixed paraffin-embedded 

(FFPE) samples (four 20µm sections) using the Recover All Total Nucleic Acid Isolation Kit 

(Life Technologies) with minor modifications. Briefly, before RNA extraction, all samples 

were deparaffinated and processed as indicated in the protocol. Finally, the purified RNA 

was eluted with 65 μL RNAse-free-water. Quantification was performed in kidney, liver and 

central nervous system tissues. 

The quantification of RNA was performed with the Qubit RNA HS Assay Kit (Life 

Technologies), using the Qubit Fluorometer; it provides an accurate and selective method for 

the quantitation of low-abundance RNA samples.  

For miRNA profiling, the TaqMan Advanced miRNA Assay (Applied Biosystems 

Darmstadt, Germany) was used. This kit is composed of a pre-formulated primer and probe 

sets that are designed for the analysis of miRNA expression levels. The assays were selected 

at thermofisher.com/advancedmirna. 

The miRNAs tested on the selected samples are summarized in table 9: 

 

Tissue Assay Name Mature miRNA Sequence: Chromosome Location 

Heart and 

Muscle  

hsa-miR-1-3p UGGAAUGUAAAGAAGUAUGUAU Chr.18: 21829015 - 21829036 

hsa-miR-133a-3p UUUGGUCCCCUUCAACCAGCUG Chr.18: 21825712 - 21825733 

hsa-miR-208a-3p AUAAGACGAGCAAAAAGCUUGU Chr.14: 23388602 – 23388623 

hsa-miR-499a-3p AACAUCACAGCAAGUCUGUGCU Chr.20: 34990445 - 34990466 

Kidney 
hsa-miR-21-5p UAGCUUAUCAGACUGAUGUUGA Chr.17: 59841266 - 59841337 

hsa-miR-205-5p UCCUUCAUUCCACCGGAGUCUG Chr.1: 209432133 - 209432242 

Liver 

hsa-miR-21-5p UAGCUUAUCAGACUGAUGUUGA Chr.17: 59841266 - 59841337 

hsa-miR-122-5p UGGAGUGUGACAAUGGUGUUUG Chr.18: 58451074 - 58451158 

hsa-miR-132-3p UAACAGUCUACAGCCAUGGUCG Chr.17: 2049908 - 2050008 

hsa-miR-155-3p CUCCUACAUAUUAGCAUUAACA Chr.21: 25573980 - 25574044 

Brain 

hsa-miR-132-3p UAACAGUCUACAGCCAUGGUCG Chr. 17 - 2049908 - 2050008 

hsa-miR-200b-3p UAAUACUGCCUGGUAAUGAUGA Chr.1: 1167104 - 1167198 

hsa-miR-21-5p UAGCUUAUCAGACUGAUGUUGA Chr.17: 59841266 - 59841337 

hsa-miR-34a-5p UGGCAGUGUCUUAGCUGGUUGU Chr.1: 9151668 - 9151777 

hsa-miR-124-5p CGUGUUCACAGCGGACCUUGAU Chr.8: 9903388 - 9903472 

 Endogenous control genes 

(for all 

tissues) 
hsa-miR-186-5p CAAAGAAUUCUCCUUUUGGGCU Chr.1: 71067631 - 71067716 

(only for 

heart and 

muscle) 

hsa-miR-361-5p UUAUCAGAAUCUCCAGGGGUAC Chr.X: 85903681 - 85903702 

Table 9. Tested miRNAs with relative tissues. 
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cDNA was obtained following TaqMan Advanced miRNA Assays User Guide (Applied 

Biosystems, Publication number 100027897 Rev. C). Quantitative real-time PCR (qRT-

PCR) was performed using the StepOnePlus Real-Time PCR System (Applied Biosystems 

Darmstadt, Germany), and raw data were analyzed using the relative software (version 2.3). 

As described in the user’s guide for Fast reaction plate, the qRT-PCR reactions (in triplicates) 

were performed with an incubation at 95 °C for 20 s, followed by 40 cycles of 95 °C for 1 s 

and 60 °C for 20 s. A negative control without cDNA was also included in parallel.  

The data obtained were compared with the data from endogenous controls; as described in 

the user guide, they showed that gene expression was relatively constant across tissues. 

Normalization to endogenous control genes is currently the most accurate method to correct 

for potential biases that are caused by sample collection, variation in the amount of starting 

material, RT efficiency, and RNA preparation and quality. For this experiment “has-miR-

186-5p” (TaqMan Advanced miRNA Assays, ThermoScientific) was used as an endogenous 

control for all tests, while “hsa-miR-361-5p” (TaqMan Advanced miRNA Assays, 

ThermoScientific) was used for heart and muscle tissues (table 9). 

Expression fold changes were computed using the 2−ΔΔCt calculation (Livak and Schmittgen, 

2001), where ∆Ct = Ct (test miRNA) – Ct (mir-186-5p/mir-361-5p) and ∆∆Ct = ∆Ct 

(individual sample) - ∆Ct (control median samples). 

 

 3.6. MiRNAs database and target prediction tools 

The analysis of each miRNA was performed through a literature review, and several 

informatics tools: miRBase (available to http://www.mirbase.org/), TargetScanVert 

(available to http://www.targetscan.org/) and miRDB (available to http://mirdb.org/). 

 

3.7. Questionnaires 

Two surveys using online data collection tools were performed (google forms online 

survey, available at www.google.com): 

- Survey 1, entitled "Multidimensional Body-Self Relations Questionnaire (MBSRQ)" 

(Cash, 2000a);  

- Survey 2: was composed of 48 questions to know voluptuary habits. 

Both questionnaires were filled in by a group of university students. Both surveys were 

performed between October 2018 and March 2019. 

Guidelines from our local research and development department determined that the project 
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was an audit project and formal ethical approval was therefore not required. No personally 

identifiable data were collected or stored by the investigators. 
 

3.7.1. Multidimensional Body-Self Relations Questionnaire (MBSRQ) 
 

The MBSRQ was used to assess attitudes towards body image, physical activity, and health. 

These attitudes were evaluated in nine different scales, and then a tenth scale was added to 

the revised scoring system (Brown et al., 1990; Cash, 2000b, 2017).  

To assess attitudes towards physical appearance, two main scales were used: “the appearance 

evaluation” scale that evaluates how attractive or unattractive and how happy or unhappy the 

person feels with his physical appearance and “the appearance orientation” scale to assess 

the time and effort spent by the person to “look good” (Brown et al., 1990; Cash, 2000b, 

2017).  

As for physical activity, the following scales were used: “the fitness evaluation” scale is how 

the person rates himself/herself as fit or not and how he/she feels involved in physical 

activities and the “fitness orientation” scale to assess the time and effort spent to improve 

his/her physical fitness (Brown et al., 1990; Cash, 2000b, 2017).  

For attitudes towards health, the “health evaluation” scale was used to identify whether the 

person felt healthy or susceptible to disease, “the health orientation” scale was used to 

identify whether a person was health alert or neglected his/her health and “illness orientation 

scale” was used to assess how cautious she/he was to physical health and how he/she reacted 

to medical signs and symptoms (Brown et al., 1990; Cash, 2000b, 2017).  

Finally to assess attitudes towards body weight, the “overweight preoccupation” scale tested 

fat anxiety, attention paid to body weight, dieting and controlled eating behaviors, the “self-

classified weight” scale was used to assess how the person perceived his/her weight and the 

“body area satisfaction scale” was how satisfied or dissatisfied he/she was with specific parts 

of his/her body (Brown et al., 1990; Cash, 2000b, 2017).  

This questionnaire was made up of 69 items. Each of the MBSRQ scales had its 

corresponding items. These items could be answered by a primary number ranging from 1 to 

5; a low score of “1” indicated that the participant highly disagreed with the given statement, 

whereas a high score of 5 indicated that the participant highly agreed with it (Brown et al., 

1990; Cash, 2000b, 2017). There were two scoring systems for the MBSRQ, a conceptual 

scoring system and a revised version (Brown et al., 1990; Cash, 2000b, 2017). The main 

differences between the two scoring systems fall into the following three scales: fitness 

evaluation, fitness orientation and health orientation (which was divided into two scales 
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health orientation and illness orientation in the revised scoring system). However, the 

conceptual scoring and the revised scoring were similar for the six remaining MBSRQ 

subscales (Brown et al., 1990; Cash, 2000b, 2017). In this study, the conceptual scoring 

system was used to score the MBSRQ. 
 
3.7.2 Survey 2: voluptuary habits 

Survey 2 was composed of 48 questions in order to know the voluptuary habits of the 

interviewees about the use of "Smart Drugs and Energy drinks", “Supplements” and 

"anabolic-androgenic steroids (AAS)". 

Each part of Survey 2 was further subdivided into three parts. The first part concerned the 

knowledge of specific substances and their use. For the "Smart Drugs and Energy drinks" 

use/abuse about these substances were questioned: Cannabinoids, Synthetic cations (similar 

to amphetamines), Sexual performance-enhancing drugs, Coffee, Tea, Classic cola, 

WhoopAss, VitaminWaterEnergy Citrus, Bomba Energy, HiBall Energy, Red Bull, 

Powershot, Full Throttle, Monster, RockStar, V, Ammo, Fuel Cell, Blow Energy Brink Mix, 

NOS, Jolt Cola, Cocaine Energy Drink, Spike Shooter, Viso Energy Vigor, RedLine Power 

rush, Bookoo Energy, Fixx, and Wired X505. 

For the "Supplements" use/abuse these substances were questioned: Soy protein, Oxygen, 

Creatine monohydrate, Carnosine, Organic Iron, APL, Magnesium Liquid, Thermo Fit 2, 

Arginine, GTS (Glucose Transport System), Mega Ram Plus, Vitamin C, Maltodex, Organic 

Magnesium, Carbo Burner, B Complex, Lipo Burner, Amino Drink, BCAA. For each 

question, the answers could be chosen between 4 with a relative score-value: - Never / 

Unknown (0 points); - Sometimes (1 points); - In training (2 points); - Near to the competition 

(3 points); Always (4 points). 

For “AAS” use, an open answer was used to respond to this question: 

- Which kind of AASs have you used?  

In the case of a positive answer, other questions were given in order to ascertain the 

frequency, the cycles, the training, and other useful information.  

The second part of the questionnaire allowed us to understand mental status during use. The 

questions are listed below: 

- Does your mental state improve using (“Smart Drugs”/"Energy Drink", “Supplements”, 

“AASs”)? For example, in cognitive functioning, are you happier, more attentive, more 

concentrated and generally better? (Score: - 0, No; -1, no worse, no better; - 2, better). 

- How would you classify your mental status during the use of (“Smart Drugs”/"Energy 
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Drink", “Supplements”, “AASs”)? (scale score from 0 to 10: 0, not worrying; 10, worrying). 

The last part of the questionnaire concerned physical perception during the use of the 

substances. The questions are listed below: 

- Does your physical condition improve using (“Smart Drugs”/"Energy Drink", 

“Supplements”, “AASs”)? For example, you feel stronger, leaner, faster, fitter, healthier. 

(Score:- 0, No; -1, no worse, no better; - 2, better). 

- How would you classify your physical condition during the use of (“Smart Drugs”/"Energy 

Drink", “Supplements”, “AASs”)? (scale score from 0 to 10: 0 “not healthy”, 10 “very 

healthy”). 

 

3.8. Statistical analysis 
 

Unless specified otherwise, data are expressed as means ± SEM versus baseline. The 

results were analyzed through student’s t-test (paired comparison) or one-way ANOVA 

using Tukey’s test as the post-hoc test (multiple comparisons) (P<0.05). Statistics were 

performed through the software Statistica for Windows (Statsoft, Tulsa, and Okhla.). 

Descriptive statistical analysis was performed using Microsoft Office Excel 2007. 
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Chapter 4. RESULTS  
 
 
4.1. Literature review 

 

During the three years of activity, two important literature reviews were performed. The first 

literature review ascertained the main adverse effects of AAS use/abuse. Even if this topic has 

been extensively investigated by the scientific community, to date, it is very important to better 

define the mechanisms of action that underline the adverse effects.  

The main adverse effect with relative differences are reported in table 10. 

 

 

Targets Adverse Effects 

Cardiovascular system 

- myocardial infarction due to premature atherosclerosis 
(Montisci et al., 2012); 
- left ventricular hypertrophy (Büttner and Thieme, 2010); 
- impaired left ventricular function (D’Andrea et al., 2007; 
Thiblin et al., 2009);  
- arterial thrombosis (Parkinson and Evans, 2006) 
- pulmonary embolism (Payne et al., 2004) 
- fibrosis (Sader et al., 2001); 
- SCD (Fineschi et al., 2007; Montisci et al., 2012); 
- myocardial infarction without significant atherosclerotic 
coronary artery (Ferenchick and Adelman, 1992; 
Kierzkowska et al., 2005) 

Genitourinary, 
reproductive complications, 

and sexual secondary 
factors 

Female:  
- - Hirsutism and Lowered voice tone (Damrose, 2009) 
- - disruption of the ovarian function (Christou and Tigas, 

2018); 
- - delayed menarche, clitoromegaly, dysmenorrhoea, 

oligomenorrhoea, secondary amenorrhoea, anovulation and, 
as their consequence, infertility, (Nieschlag and Vorona, 
2015); 

- - breast reduction ((Demers et al., 1991)) 
- - the female athlete triad (low energy intake, menstrual 

disorders and low bone mass) (Nieschlag and Vorona, 2015) 

- - male-pattern baldness in women (Glaser and Dimitrakakis, 
2013)  

Male:  
- - suppression of spermatogenesis (Christou et al., 2017); 
- -  testicular atrophy (El Osta et al., 2016);  
- - infertility and erectile dysfunction (Rahnema et al., 2014); 
- - gynaecomastia (Sansone et al., 2017) 
- - acceleration of baldness in men (Pan and Kovac, 2016) 

Bone and muscles 
- - premature closure of the epiphysis in children(Hoffman and 

Ratamess, 2006)  

Central nervous system - - aggressive behavior, anxiety, extreme mood swings from 
depression to mania or hypomania (Bertozzi et al., 2019a); 
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- - increased aggression and hostility (van Amsterdam et al., 
2010); 

- - destructive impulses and/or self-destructive impulses 
(Harmer, 2010); 
 

Liver 

- - hepatic cholestasis (bile canal obstruction) causing jaundice 
(Elsharkawy et al., 2012; Ibrahim et al., 2018); 

- - peliosis hepatitis (blood-filled sacs in the liver)(Bond et al., 
2016; Solimini et al., 2017); 

- - liver tumors (increased risk)(Niedfeldt, 2018) 
Skin - - cystic acne (Goldman and Basaria, 2018) 

Immune system 

- - immunosuppressive effects (Bertozzi et al., 2019b; Demling 
and DeSanti, 2003);  

- - reducing immune cell number and function (Marshall-
Gradisnik et al., 2009) 

Table 10. Adverse effects generated by the use/abuse of anabolic androgenic steroids. 
 

Moreover, to achieve the goals of the present research project, another literature review was 

performed with the aim of analyzing the literature production about all side effects related to 

AAS abuse, searching for the candidate miRNAs investigated in previous studies for their 

possible use as molecular biomarkers. Notably, the research hypothesis underlying this research 

project is that the same miRNAs investigated for similar damage generated by AAS use could 

be useful for developing new anti-doping tools. All miRNAs linked to specific damage are 

summarized in table 11. 

This review was published during the activities of this project in 2018: 
SESSA, F., SALERNO, M., DI MIZIO, G., BERTOZZI, G., MESSINA, G., TOMAIUOLO, B., PISANELLI, D., 

MAGLIETTA, F., RICCI, P. AND POMARA C. Anabolic androgenic steroids: searching new molecular 

biomarkers. (2018) Front. Pharmacol. 9:1321. doi: 10.3389/fphar.2018.01321 
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Cardiovascular 
System and Heart 

Differentially Expressed miRNAs Reference Upregulated Downregulated 
ischemia  miR-1 

miR-133 
(Song et al., 2015) 

hypertrophy 
miR-208a; miR-150; miR-23a; miR-24; miR-21; miR-195; 
miR-199 

miR-1; miR-26b; miR-27a; miR-143; miR-29; miR-133 (Hata, 2013; 
Joladarashi et al., 2014; 
Wong et al., 2016) 

cardiac fibrosis miR-21; miR-133 miR-29 (Joladarashi et al., 
2014) 

arrhythmia miR-1; miR-133;  miR-133a; miR-212;miR-17- miR-
92;miR-106bb-; miR-25 

miR-150 (Joladarashi et al., 
2014) 

Musculoskeletan Differentially Expressed miRNAs Reference Upregulated Downregulated 
after 7 days of 

mechanical overload 
 miR-1; miR-133 (Kirby et al., 2015) 

slow twitch fibers miR-208b; miR-499  (Kirby et al., 2015) 
Reproductive 
system disease 

(Male) 

Differentially Expressed miRNAs 
Reference Upregulated Downregulated 

prostate cancer 

miR-200c, miR-20a, miR-20b, miR-182 miR-222, miR-221, miR-145, miR-214, miR-125b, miR-
143, miR-29a, miR-24, miR-199a 

(Afshar et al., 2014) 

miR-375; miR-17; miR-93; miR-106a; miR-141; miR-720; 
miR-7a; miR-200b; miR-21; miR-106b; miR-375; miR-
663b; miR-615-3p; miR-425-5p; miR-663a; miR-182-5p; 
miR-183-5p  

miR-205-5p; miR-221-3p; miR-222-3p; miR-376c-3p; miR-
136-5p; miR-455-3p; miR-455-5p; miR-154-5p 

(Kristensen et al., 
2016; Porkka et al., 
2007; Volinia et al., 
2006) 

miR-let-7a-2, miR-let-7i, miR-16-1, miR-17-5p, miR-20a, 
21, miR-24-1, miR-25, miR-27a, miR-29a, miR-29b-2, miR-
30c, miR-32, miR-34a, miR-92-2, miR-93-1, miR-95, miR-
101-1, miR-106a, miR-124a-1, miR-126a-1, miR-135-2, 
miR-146, miR-149, miR-181b-1, miR-184, miR-187, miR-
191, miR-196-1, miR-197, miR-199a-1, miR-214, miR-
128a, miR-195, miR-198, miR-199a-1, miR-199a-2, miR-
203, miR-206, miR-2014, miR-2018-2, miR-223, miR-202, 
miR-210, miR-296, miR-320, miR-370, miR-373, miR- 498, 
miR-503 

Let 7a, let- 7b, let-7c, let-7d, let-7g, 16, 23a, 23b, 26a, 92, 
99a, 103, 125a, 125b, 143, 145, 195, 199a, 221, 222, 497 
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miR-Let-7a-5p, miR-let-7d-3p, miR- let-7d-5p, miR- 7b-5p, 
miR-20a- 5p, miR-21-3p, miR-25-3p, miR-29b-2-5p, miR-
30d-3p, miR-92a-3p, miR-92b-3p, miR-93-3p, miR-96-5p, 
miR-103b-3p, miR-182-5p, miR-183-5p, miR-375, miR-
421, miR-423-3p, miR-423-5p, miR- 425-5p, miR-484, 
miR-615-3p, miR-663a, miR-663b, miR-664a-3p, miR-
1248, miR-1260a 

 (Kristensen et al., 
2016) 

Reproductive 
system diseases 

(female) 

Differentially Expressed miRNAs 
Reference Upregulated Downregulated 

premature ovarian 
failure (Blood) 

miR-202; miR-146a; miR-125b-2; miR-139-3p; miR-654-
5p; miR-27a; miR-765; miR-23a; miR-342-3p; miR-126 

miR-Let-7c; miR-144 (McGinnis et al., 2015) 

follicle atresia miR-936; miR-26b; miR-149; miR-10b; miR-574-5p; miR-
149; miR-1275; miR-99a 

miR-Let-7i; miR-92b; miR-92a; miR-1979; miR-1308; miR-
1826 

(Li et al., 2015)  

ovarian cancer miR-21; miR-203; miR-205 miR-200 (ovarian cancer cell migration) (Donadeu et al., 2017) 
Central nervous 

system 
Differentially Expressed miRNAs Reference Upregulated Downregulated 

depression (LH) 
miR-96, miR-141, miR182, miR-183, miR-183*, miR-198, 
miR-200a, miR-200a*, miR-200b, miR-200b*, miR-200c, 
and miR-429. 

 (Dwivedi, 2014) 

non depression (NLH) 
 miR-96, miR-141, miR182, miR-183, miR-183*, miR-198, 

miR-200a, miR-200a*, miR-200b, miR-200b*, miR-200c, 
and miR-429. 

(Dwivedi, 2014) 

Liver Diferentially Expressed miRNAs Reference Upregulated Downregulated 
hepatic 

hypercholesterol and 
hyperlipid metabolism 

miR-122; miR-21; miR-23  (Szabo and Bala, 2013) 

inflammatory response 
hyperinflammation 

miR-155, miR-132, miR-125b, miR-146a, miR-150, miR-
181, let-7 and miR-21.20,21  

 (Szabo and Bala, 2013) 

drug-induced liver 
injury (DILI) 

miR-710 and miR-711 
miR-16a, miR-328 and miR-299-5p 

miR-122 and miR-192  
miR-122a 

(Szabo and Bala, 2013) 

Kidney Diferentially Expressed miRNAs Reference Upregulated Downregulated 
kidney fibrosis miR-21  (Badal and Danesh, 

2015) 
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renal fibrosis, tubular 
hypertrophy, 

glomerular alterations 

miR-200a, miR-200b, miR-141, miR-429, miR-205, and 
miR-192. 

 (Wei et al., 2013)  

acute kidney injury 
(AKI) 

mir-21, mir-205, mir-127 and mir-494  (Wei et al., 2013)  

Skin Diferentially Expressed miRNAs Reference Upregulated Downregulated 
dermatomyositis miR-146b and miR-155 miR-1, miR-133, miR-206, miR-11040; miR-30a-3p (Luo and Mastaglia, 

2015) 
Table 11. Organ damage and miRNA expression profiles investigated in the literature. 
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4.2. Autopsy, histological and toxicological examination on AAS abuser 

 

For each selected case the autopsy examination combined with the histological and 

toxicological investigation were performed.   

The main characteristics relative to each case are reported in table 12. 

Table 12. In this table the main characteristics about each case were summarized.  

 

4.2.1 Autopsy and Histological examination 

Case 1 

At the autopsy, all organs were macroscopically normal, except the heart. It had a regular 

shape and weighed 380 g, with a predicted weight of 304 g (range 215–429 g). No 

pathological signs were detected analyzing the coronary arteries, the myocardium, and the 

valvular apparatus. Both ventricular wall thicknesses were normal. 

Microscopic examinations were performed on the ventricles, revealing numerous foci of 

contraction band necrosis. There were two foci of fibrosis, one at the subendocardial anterior 

left ventricle and another at the interventricular septum. These findings were noted in all 

myocardial sections: segmentation of the myocardial cells and/or widening of intercalated 

discs and bundles of contracted myocardium alternating; bundles of distended myocardium 

with granular disruption of the myocytes (Figure 5). No pathological signs were noted on the 

coronary arteries, reporting only the physiologic intimal thickening typical of the 

subepicardial arterial vessels. 

 Case 1 Case 2 Case 3 Case 4 Case 5 

Age 29 30 32 40 31 

Body weight 72 kg 90 kg 90 kg 83 kg 80 kg 

Height 166 cm 178 cm 189 cm 175 cm 170 

BMI 26,1 28,4 25.19 27.1 27,7 

Bodybuilder Yes Yes Yes No Yes 

Hospitalization No  
(he died at home) 

No  
(he died at home) 

No 
(he died at the gym) 

No  
(he died in his own 

garage) 
Yes  

(10 days) 

Cause of death 

Heart 
failure 

secondary 
to AAS 

assumption 

Heart 
failure 

secondary 
to AAS 

assumption 

Heart 
failure 

secondary 
to AAS 

assumption 

Heart 
failure 

secondary 
to AAS 

assumption 

Septic shock, 
starting as 
necrotizing 
myofasciitis 
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Case 2 

The autopsy revealed abnormal muscle development, testicular atrophy, and hepatomegaly. 

The heart was normal in shape (weight was 400 g).  

Histopathologic examination of the heart revealed focal myocardial fibrosis (Figure 6); no 

alterations were detected on the conduction system. The liver showed cholestasis and 

vascular gaps compatible with the diagnosis of peliosis hepatis (Drug abuse handbook, 

1998). 

 

 

 

 

 

 

 
Figure 5: Segmentation of the myocardial cells, widening of intercalated discs, and bundles of contracted myocardium 
alternating with bundles of distended myocardium with granular disruption of myocytes (H & E ×250). This picture is 
my own picture, previously published (Fineschi et al., 2007) 
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Case 3 

The external examination showed a male body with prominent muscular masses. At the 

autopsy, the heart weight was 450 g, normal for dimension and form. Heart structures 

(pericardium, cardiac valves, endocardium, and coronary arteries) were normal. No thrombi 

were detected both in vessels and in the cardiac cavities. Several samples were taken for 

histologic examination.  

A grayish area similar to typical infarct necrosis with a histologic age of approximately 15 

days was detected. The lesion was characterized by hyperdistended myocardial cells 

surrounded by sarcomeres, circumscribed at its periphery by young collagen tissue 

containing numerous macrophages (Figure 7). At other cardiac sites, the pathologic findings 

were represented by occasional foci of contraction band necrosis and few fibrotic microfoci 

in the internal portion of the posterior left ventricle and interventricular septum. 

 

 
Figure 6. Scar fibrosis (H & E ×100) 
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A segmentation of the myocardial cells was found in all myocardial samples. Granular 

disruption of the myocardial cells was occasionally observed. No other signs of pathologic 

change were reported. 

 

Case 4 

The external examination showed a regular heart shape both in consistency and color (the 

weight was 380 g). At the autopsy, no pathological signs were found:  the identification of 

the macroscopic cause of death was not possible. 

Histopathologic examination of the heart revealed fibrotic areas of myocardial tissue 

substitution with interruption in the muscular continuity (Figure 8). Liver slides were 

characterized by the presence of micro and macrocytic steatosis areas. 

 

 
Figure 7. Many hypercontracted, deeply eosinophilic myocardial cells (early 
contraction band necrosis) external to a 15-day-old infarct already surrounded by 
collagen tissue plus macrophage reaction (phosphotungstic acid hematoxylin ×80). 
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Case 5 

The autopsy revealed abnormal muscle development, testicular atrophy, and hepatomegaly. 

The heart weight was 350 g.  

The heart showed regular thickness of the subepicardial fat layer and arteriole walls. The 

myocardium presented, in some fields, limited areas of fibrosis as well as scattered interstitial 

hemorrhages. Finally, in some fields, there were aspects of dissolving myofibers 

(colliquative necrosis). Sampling from rectus femoris and vastus lateralis was remarkable for 

the abundant presence of polymorphonuclear cells and erythrocytes both at the perimysial 

level and between the fascicles (Figure 9a). In some fields, the muscular structure appeared 

completely subverted with large spaces occupied by erythrocytes and myocellular residue 

(Figure 9b, 9c). Immunohistochemical anti-myoglobin showed myofibrillar rexis (Figure 

9d). 

 
Figure 8. Heart slide showing grade II colliquative myocytosis, contraction bands, 
necrosis foci and perivasal fibrosis (H & E ×100). 
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4.2.2 Toxicological examination 

For all cases, abuse substances tests were performed with negative results. 

In case 1 the urine concentration for nandrolone was not measurable, stanozolol 43 μg/l, and 

testosterone/epitestosterone ratio (T/E)=28.7. Complete toxicologic examination was 

negative for drugs of abuse, including ethanol.  

In case 2 the blood concentration for nandrolone was 19 ng/ml; in the urine the concentration 

for Norandrosterone was 208.4 ng/ml, while testosterone/epitestosterone ratio (T/E) = 42. 

In case 3 the urine concentration for nandrolone was 16 ng/ml, stanozolol 33 μg/l, and 

testosterone/epitestosterone ratio (T/E)=23.4. The Gas chromatographic-mass spectrography 

of urine showed 19-nor-androsterone, 19-nor-etiocholanolone, and nor-epiandrosterone 

(metabolites of nandrolone), as well as 3-idrossi-stanozolol and 3-idrossi-17-epistanozolol 

(metabolites of the anabolic steroid stanozolol). 

 
Figure 9. Muscle tissue: abundant polymorphonuclear cells and erythrocytes both at the 
perimysal level and between the fascicles themselves (a). In some fields, the muscular 
structure appears completely subverted with large spaces occupied by erythrocytes and 
myocellular residue (b, c). Immunohistochemical anti-myoglobin staining showing 
myofibrillar rexis (d). 
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In case 4, the toxicological assessments performed on the blood sample showed a positive 

result for stanozolol 53 ng/mg and tamoxifen 19 ng/mg. Moreover, toxicological 

investigations were also performed on other items found at the crime scene: a blood-stained 

10-ml syringe. The analysis performed on non-biological items showed only traces of 

trenbolone acetate in the syringe. 

In case 5, the toxicological examination was carried out on hair: in toxicology it is an 

important bio‐monitor that can extend the window of drug detection to weeks, months or 

even years. In this biological matrix the concentration of testosterone propionate was 24 

pg/mg, clenbuterol was 26 pg/mg, stanozolol 66 pg/mg, trenbolone 28 pg/mg, oxandrolone 

33 pg/mg and tamoxifen 84 pg/mg. Furthermore, the blood sample was analyzed: there was 

positivity for stanozolol 46 ng/mg and tamoxifen 15 ng/mg. 
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4.3. miRNA quantification through qRT-PCR 
 

The quantitative analysis step aimed to evaluate the expression levels of several miRNAs in 

the AAS group, compared to other groups composed of subjects suffering from related 

pathologies.  

For heart and musculoskeletal tissues, the miRNA expression values of miRNA has-133a-

3p, hsa-miR-208a-3p, hsa-miR-499a-3p, and hsa-miR-1-3p were tested. The results were 

analyzed using the expression values of two different endogenous controls: hsa-miR-186 and 

miR-361. 

For kidney tissue, miRNA expressions of hsa-miR-21-5p and hsa-miR-205-5p were 

evaluated in the AAS group compared to the CKD group. 

hsa-miR-21-5p, hsa-miR-122-5p, hsa-miR-132-3p and hsa-miR-155-3p expression values 

were evaluated in liver tissue and compared with the AAS group and NAFLD group. 

Finally, in the brain tissue samples, the quantitative analysis was performed to evaluate the 

expression levels of several miRNAs: hsa-miR-21-5p, hsa-miR-132-3p, hsa-miR-200b-3p, 

hsa-miR-34a-5p, and hsa-miR-124-5p, in the four groups (AASs, SG, DG, and AG).  

For the kidney, liver and brain tissues, the expression values were compared with the 

expression levels of the endogenous control, hsa-miR-186. 

Moreover, a statistical analysis was performed analyzing the expression values of each 

miRNA tested, comparing the tested groups. 
 
4.3.1. Heart tissue and muscoleskeletal system 

 

The first step of quantitative analysis evaluated the expression levels of the tested miRNAs 

(has-133a-3p, hsa-miR-208a-3p, hsa-miR-499a-3p, and hsa-miR-1-3p), in the HF group. A 

box plot analysis was performed for each endogenous control, hsa-miR-186 and has-miR-

361 (Figures 10 and 11). 

  

Figure 10. The box plot represents the 
expression levels of the target miRNAs 
(endogenous control miR-186) analyzed in 
the HF group (heart tissue). 

Figure 11. The box plot represents the 
expression levels of the target miRNAs 
(endogenous control miR-361) analyzed in 
the HF group (heart tissue). 
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As illustrated in the figures 10 and 11, all tested miRNAs were upregulated compared to 

endogenous controls. In table 13 the expression levels are reported. 

Mean Expression levels (HF group) 
(endogenous control: miR-186) 

miR-133 miR-208 miR-499 miR-1-3 

0.94 ± 0.57 4.51 ± 2.21 2.32 ± 0.89 1.21 ± 1.02 

Mean Expression levels (HF group) 
(endogenous control: miR-361) 

2.22 ± 1.17 16.75 ± 9.73 6.43 ± 3.01 1.81 ± 1.04 

Table 13: Expression levels of the tested miRNAs in the HF group. 

 

Comparing the expression values for each tested miRNA, there were statistically significant 

differences: miR-208 expression was significantly higher compared to the other tested 

miRNAs [F(3,20) = 8.88, p = 0.0006(has-miR-186); F(3,20) = 10.93, p = 0.00018 (has-miR-

361)]. 

The second step is the quantification of the expression levels of miRNA has-133a-3p, hsa-

miR-208a-3p, hsa-miR-499a-3p, hsa-miR-1-3p, in the AAS group. A box plot analysis was 

performed for each endogenous control (Figures 12 and 13). 

  
Figure 12. The box plot represents the 
expression levels of the target miRNAs 
(endogenous control miR-186) analyzed in 
the AAS abuser group (heart tissue). 

Figure 13. The box plot represents the 
expression levels of the target miRNAs 
(endogenous control miR-361) analyzed in 
the AAS abuser group (heart tissue). 
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Table 14 summarizes the data indicating the expression levels of each tested miRNA. 

 

Mean Expression levels (AAS group) 
(endogenous control: miR-186) 

miR-133 miR-208 miR-499 miR-1-3 

1.07 ± 0.4 2.19 ±0.39 0.1 ± 0.17 1.16 ± 0.24 

Mean Expression levels (AAS group) 
(endogenous control: miR-361) 

1.14 ± 0.36 2.6 ± 0.91 0.05 ± 0.08 1.19 ± 0.45 

Table 14: Expression levels of miRNAs analyzed in the AAS group, in heart tissue. 

 

Comparing the expression values for each tested miRNA, there were statistically significant 

differences: the expression of miR-208 was significantly higher compared to the other tested 

miRNAs [F(3,20) = 42.23, p = 7.67x10-9(has-miR-186); F(3,20) = 22.21, p = 1.41x10-6 (has-

miR-361)]. 

Moreover, the statistical analysis was performed comparing the data of each miRNA between 

the two groups (AASs vs HF). Analyzing the expression values of miR-133, using mir-186 

as endogenous control, it was expressed similarly in two tested groups (t-test, p=0.33); no 

significant differences were found analyzing the expression values of miR-1_3 (t-test, 

p=0.33). The expression values were significantly higher in the HF group compared to the 

AAS group both for miR-208 and miR-499: indeed, even if these miRNAs were 

overexpressed in both groups compared to controls, the t-test highlighted a statistical 

difference in the results (HFvsAASs: miR-208, t-test, p=0.02; miR-499, t-test, p=0.001). 

Approximately the same results were reported using the other endogenous control, miR-361, 

even if, in this case, the statistical analysis showed that miR-133 (t-test, p=0.03) was 

overexpressed in the HF group more than in the AAS group. No statistical differences were 

reported analyzing the data from miR-1_3 (t-test, p=0.11), while both miR-208 and miR-499 

were expressed higher in the HF group (miR-208, t-test, p=0.008; miR-499, t-test, p=0.001). 

 

Moreover, the quantification of the expression levels of miRNAs has-133a-3p, hsa-miR-

208a-3p, hsa-miR-499a-3p, and hsa-miR-1-3p, in the AAS group, was performed testing 

muscle tissue (vastus lateralis) (figures 14 and 15). 
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Figure 14. The box plot represents the 
expression levels of the target miRNAs 
(endogenous control miR-186) analyzed in 
the AAS group in muscle tissue (vastus 
lateralis). 

Figure 15. The box plot represents the 
expression levels of the target miRNAs 
(endogenous control miR-361) analyzed in 
the AAS group in muscle tissue (vastus 
lateralis). 

 

Table 15 summarizes the data indicating the expression levels of each tested miRNAs. 

Mean Expression levels (AAS group) 
(endogenous control: miR-186) 

miR-133 miR-208 miR-499 miR-1-3 

1.37 ± 0.35 1.39-10 ± 2.58-11 1.42-10 ± 6.93-10 6.44 ± 3.67 

Mean Expression levels (AAS group) 
(endogenous control: miR-361) 

1.94 ± 0.91 4.59-10 ± 3.3-10 1.95-10 ± 1.37-10 13.63 ± 2.76 

Table 15: Expression levels of miRNAs analyzed in the AAS group, in muscle tissue (vastus 
lateralis). 
 

Finally, all data for each tested miRNA are summarized in box plots elaborated for each 

single tissue analyzed (figures 16-19). These schematic representations are more useful to 

compare the expression level variations of each tested miRNA. 
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Figure 16a. The box plot represents the expression levels of miR-133 (endogenous control 
miR-186) in heart tissue (HF and AAS groups) and muscle tissue (AAS group).  
Figure 16b. The box plot represents the expression levels of miR-133 (endogenous control 
miR-361) in heart tissue (HF and AAS groups) and muscle tissue (AAS group). 

 

The expression levels of miR-133 in heart tissue (HF and AAS groups) and muscle tissue 

(AAS group) were upregulated compared to controls. No statistical differences were reported 

analyzing data both with miR-186 [F(2,15) = 1.59, p = 0.23] and with miR-361 [F(2,15) = 

2.48, p = 0.11]. 

 
Figure 17a. The box plot represents the expression levels of miR-208 (endogenous control 
miR-186) in heart tissue (HF and AAS groups) and muscle tissue (AAS group).  
Figure 17b. The box plot represents the expression levels of miR-208 (endogenous control 
miR-361) in heart tissue (HF and AAS groups) and muscle tissue (AAS group). 

The expression levels of miR-208 in heart tissue (HF and AAS groups) were upregulated 

compared to controls. These results were not confirmed in the muscle tissue (AAS group), 
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where it was expressed similarly to controls. The differences reported were statistically 

significant with both endogenous controls, miR-186 [F(2,15) = 17.35, p = 0.0001] and with 

miR-361 [F(2,15) = 15.19, p = 0.0002].  

 
Figure 18a. The box plot represents the expression levels of miR-499 (endogenous control 
miR-186) in heart tissue (HF and AAS groups) and muscle tissue (AAS group).  
Figure 18b. The box plot represents the expression levels of miR-499 (endogenous control 
miR-361) in heart tissue (HF and AAS groups) and muscle tissue (AAS group). 

 

The expression levels of miR-499 were upregulated in heart tissue in the HF group. In the 

heart and muscle tissues of the AAS group, the expression levels were similar to controls. 

The differences reported were statistically significant with both endogenous controls, miR-

186 [F(2,15) = 35.97, p = 1.89x10-6] and with miR-361 [F(2,15) = 26.87, p = 1.1x10-5]. 
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Figure 19a. The box plot represents the expression levels of miR-1_3 (endogenous control 
miR-186) in heart tissue (HF and AAS groups) and muscle tissue (AAS group).  
Figure 19b. The box plot represents the expression levels of miR-1_3 (endogenous control 
miR-361) in heart tissue (HF and AAS groups) and muscle tissue (AAS group). 

 

The expression levels of miR-1_3 in heart tissue (HF and AAS groups) and muscle tissue 

(AAS group) were upregulated compared to controls. This miRNA was overexpressed in the 

muscle tissue (vastus lateralis). The described differences were statistically significant with 

both endogenous controls, miR-186 [F(2,15) = 12.52, p = 0.0006] and with miR-361 [F(2,15) 

= 113.34, p = 8.83x10-10]. 
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4.3.2 Kidney tissues 

The expression values of miR-21 in kidney tissues of all tested groups are summarized with 

a box plot analysis (Figure 20). 

Comparing the expression values in the two tested groups (AASs vs CKD), even if the values 

were improved compared to controls, the CDK values were statistically significantly higher 

than the AAS group [F(1,8) = 5.31, p = 0.013]. 

Performing a box plot analysis of the expression levels of miR-205 in each group (figure 21), 

even if it was higher in the CKD group compared to the AAS group, it was not statistically 

significant [F (1.8) = 5.31, p = 0.21]. 

 

  
Figure 20. Box plot analysis comparing 
expression levels of miR-21 (endogenous 
control miR-186) in each group. 

Figure 21. Box plot analysis comparing 
expression levels of miR-205 (endogenous 
control miR-186) in each group. 
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4.3.3 Liver tissues 

The expression values of miR-21 in the liver tissues of all tested groups are summarized with 

a box plot analysis in Figure 22. Comparing the expression values in the two tested groups 

(AASs vs CKD), even if the values were higher compared to controls, this miRNA was 

overexpressed in the AAS group with a statistically significant difference [F(1,8) = 5.31, p = 

0.023]. 

Performing a box plot analysis of the expression levels of miR-122 in each group (figure 23), 

even if the values were improved compared to controls, the NAFDL values were significantly 

higher than the AAS group [F(1,8) = 5.31, p = 0.017]. 

 

  
Figure 22. Box plot analysis comparing 
expression levels of miR-21 (endogenous 
control miR-186) in each group. 

Figure 23. Box plot analysis comparing 
expression levels of miR-122 (endogenous 
control miR-186) in each group. 

 

 

Analyzing the expression levels of miRNA-132, there were no significant differences 

comparing the AAS Group to the NAFDL group [F(1,8) = 5.31, p = 0.54] and AG [F(1,8) = 

5.31, p = 0.59] (figure 24). 

Finally, analyzing the expression levels of miRNA-155, there were no significant differences 

comparing the AAS Group with the NAFDL group [F(1,8) = 5.31, p = 0.59] (Figure 25). 
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Figure 24. Box plot analysis comparing 
expression levels of miR-132 (endogenous 
control miR-186) in each group. 

Figure 25. Box plot analysis comparing 
expression levels of miR-155 (endogenous 
control miR-186) in each group. 
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4.3.4 Brain tissues 

The expression values of miR-21 in brain tissues of all tested groups are summarized with a 

box plot analysis in Figure 26. 

 
Figure 26. Box plot analysis comparing expression levels of miR-21 (endogenous control 
miR-186) in each group. 
 

There were statistically significant differences among group means as determined by one-

way ANOVA [F(3,16) = 3.23, p = 0.00019]. Moreover, comparing the expression levels of 

miRNA-21 singularly (AAS group vs each other group), there were no significant differences 

comparing the AAS group to the SG [F(1,8) = 5.31, p = 0.54] and AG [F(1,8) = 5.31, p = 

0.59] groups. The expression levels were significantly higher in the AAS group compared to 

the DG group [F(1,8) = 5.31, p < 0.05 (8.27 x10−9)]. 

Analyzing the expression values of miR-34 (figure 27), the data showed that this miRNA 

was significantly higher in the AAS and DG groups with respect to the SG and AG groups 

[F(3,16) = 3.23, p < 0.05 (1.23 x10−9)]. Analyzing the AAS group values compared to each 

other group, there were no statistical differences in the mir-34 expression values between 

AAS and DG groups [F(1,8) = 5.31, p = 0.09], while the expression levels were significantly 

higher with respect to both the AG group [F(1,8) = 5.31, p < 0.05 (1.08 x10−6)] and the SG 

group [F(1,8) = 5.31, p < 0.05 (4.09 x10−5)]. 
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Figure 27. Box plot analysis showing the expression levels of miR-34 (endogenous control 
miR-186) in each group. 
 

The data of miR-124 showed a significant difference among the tested groups [F(3.16) = 

3.23, p < 0.05 (9.05 x10−12)] (figure 28); comparing singularly (AAS groups vs other groups), 

its expression levels were significantly lower compared to the SG group [F (1.8) = 5.31, p = 

0.000262], while they were significantly higher with respect to both the DG group [F (1.8) = 

5.31, p = 0.000152] and the AG group [F (1.8) = 5.31, p = <0.05(1.36-5)]. 
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Figure 28. Box plot analysis showing the expression levels of miR-124 (endogenous control 
miR-186) in each group. 
 

Analyzing the expression levels of miR-132, there were statistical differences among group 

means as determined by one-way ANOVA [F (3.16) = 3.23, p = <0.05(3.95-7)]. Moreover, 

comparing the expression levels of miRNA-132 singularly, there were no significant 

differences between the DG and AAS groups [F (1.8) = 5.31, p = 0.41], even if the DG values 

were higher. Contrariwise, analyzing the data of the AAS group with the other groups, there 

were significantly higher expression levels compared to both the SG group [F (1.8) = 5.31, 

p = 0.000149], and the AG group [F (1.8) = 5.31, p = 0.000264] (figure 29). 
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Figure 29. Box plot analysis showing the expression levels of miR-132 (endogenous control 
miR-186) in each group. 
 

Performing a box plot analysis of the expression levels of miR-200b in each group (figure 

30), its expression levels were higher in the AAS group compared to the other groups [F 

(3.16) = 3.23, p = 0.000234]. Furthermore, comparing singularly the expression values of 

miR-200b with the AAS group and the other groups, there are significant differences both 

with DG [F (1.8) = 5.31, p = 0.000397] and AG [F (1.8) = 5.31, p = 0.0169] groups, while 

no significant differences were found between the expression values of this miRNA 

comparing the AAS group vs the SG group [F (1.8) = 5.31, p = 0.06]. 
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Figure 30. Box plot analysis showing the expression levels of miR-200b (endogenous 
control miR-186) in each group. 
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4.4 MicroRNAs database and target prediction tools 
 

The analysis of each miRNA was performed through a literature review, and several 

informatics tools: miRBase (available to: http://www.mirbase.org/), TargetScanVert 

(available to: http://www.targetscan.org/) and miRDB (available to: http://mirdb.org/). 

On cardiac and muscle tissues the following miRNAs were tested: hsa-miR-1-3p, hsa-miR-

133a-3p, hsa-miR-208a-3p, and hsa-miR-499a-3p.  

Figure 31 screens of each database interrogated for hsa-miR-1-3p. 

 

 

 
Figure 31. The screens returned for each database related to has-miR-1-3p 
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Figure 32 screens of each database interrogated for the hsa-miR-133a-3p. 

 

 

 
Figure 32. The screens returned for each database related to hsa-miR-133a-3p. 

 

Figure 33 screens of each database interrogated for hsa-miR-208a-3p. 
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Figure 33. The screens returned for each database related to hsa-miR-208a-3p. 

 

Figure 34 screens of each database interrogated for hsa-miR-499a-3p. 
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Figure 34. The screens returned for each database related to hsa-miR-499a-3p. 

 

On kidney tissues, the following miRNAs were tested: hsa-miR-21-5p, hsa-miR-205-5p.  

Figure 35 screens of each database interrogated for hsa-miR-21-5p. 

 

 



-63- 
 

 

 

 
Figure 35. The screens returned for each database related to hsa-miR-21-5p. 

 

Figure 36 screens of each database interrogated for hsa-miR-205-5p. 
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Figure 36. The screens returned for each database related to hsa-miR-205-5p. 

 

On liver tissue, the following miRNAs were tested: hsa-miR-21-5p, hsa-miR-122-5p, hsa-

miR-132-3p, hsa-miR-155-3p. The screens of each database questioned for the hsa-miR-21-

5p are reported in figure 35. 
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Figure 37 screens of each database interrogated for hsa-miR-122-5p. 

 

 

 
Figure 37. The screens returned for each database related to hsa-miR-122-5p. 

 

Figure 38 screens of each database interrogated for hsa-miR-132-3p. 
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Figure 38. The screens returned for each database related to hsa-miR-132-3p. 

 

Figure 39 screens of each database interrogated for hsa-miR-155-3p. 
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Figure 39. The screens returned for each database related to hsa-miR-155-3p. 

 

On brain tissue, the following miRNAs were tested: hsa-miR-21-5p, hsa-miR-132-3p, hsa-

miR-200b-3p, hsa-miR-34a-5p, hsa-miR-124-5p. The screens of each database questioned 



-68- 
 

for hsa-miR-21-5p are reported in figure 35. The screens of each database questioned for 

hsa-miR-132-3p are reported in figure 38. 

Figure 40 screens of each database interrogated for hsa-miR-200b-3p. 

 

 

 
Figure 40. The screens returned for each database related to hsa-miR-200b-3p. 
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Figure 41 screens of each database interrogated for hsa-miR-34a-5p. 

 

 

 

 
Figure 41. The screens returned for each database related to hsa-miR-34a-5p. 

 

Figure 42 screens of each database interrogated for hsa-miR-124-5p. 
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Figure 42. The screens returned for each database related to hsa-miR-124-5p. 
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4.5 Questionnaire results 
 

Two hundred forty-seven subjects correctly filled in the questionnaire (mean age 29.58 ± 

9.72 years). 47.35 % were male (mean age 29.74 ± 10.07 years), while 52.6% were female 

(mean age 29.44 ± 9.43 years). All subjects enrolled were Italian and resident in the South 

of Italy. The main characteristics are summarized in table 16: 

GENERAL DATA 

 SUBJECTS 
AGE 

(MEAN) 

WEIGHT 

(MEAN - Kg) 

HEIGHT 

(MEAN - m) 

BMI 

(MEAN) 

MALE 117 29,74±10,07 77,75±11,19 1,78±0,06 24,38±2,92 

FEMALE 130 29,44±9,43 59,64±10,76 1,64±0,06 21,91±3,57 

TOT 247 29,58±9,72 68,22±14,20 1,71±0,09 23,08±3,5 

Table 16. Summary of the main data of the interviewed people. 
 

The questionnaire results demonstrated that 8 subjects (6 females and 2 males) admitted 

using AASs (about 3.23%). The main characteristics of the AAS users/abusers are 

summarized in table 17. 

ABUSER DATA 

 SUBJECTS 
AGE 

(MEAN) 

WEIGHT 

(MEAN - Kg) 

HEIGHT 

(MEAN - m) 

BMI 

(MEAN) 

MALE 2 33,5±7,77 83±18,38 1,85±0,14 24,04±1,68 

FEMALE 6 30,16±9,19 56,16±4,70 1,62±0,05 21,26±1,4 

TOT 8 31±8,45 62,87±14,77 1,68±0,12 21,95±1,86 

Table 17. Summary of the main data of the interviewed AAS users/abusers. 
 

Figure 43 summarizes the data under the sex criteria, subdividing users from non-users.  
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Figure 43. Percentages of males and females of the interviewed people, highlighting the 
differences between users/abusers under sex evaluation. 
 
The data of the MBSR questionnaire were used to obtain the score related to “appearance 

evaluation” and “appearance orientation” in the AAS users vs non-users. Through the box 

plot analysis, the results demonstrated that the values of both items evaluated were higher in 

the AAS users than non-users (figure 44).   
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Figure 44. Box plot analysis showing that the score values of the two items analyzed 
(“appearance evaluation” and “appearance orientation”) were higher in AAS users. 
 

These differences were statistically significant for both analyzed items (p<0.05). 

Moreover, analyzing the kind of self-administrated AASs during use/abuse, in 7 out of 8 

cases, the subjects injected the anabolic agents. Only one subject used AASs in pill form 

(figure 45). 

 
Figure 45. Type of the anabolic agents used by the users/abusers interviewed. 
 

Moreover, energy drink use was evaluated in the interviewed people. The results are 
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summarized in figure 46. The most used energy drink was the coffee, followed by classic 

Coca Cola, Pepsi, Red Bull, tea and Monster drink.  

 
Figure 46. Type of energy drinks used by the interviewed people. 
 

Comparing the data through box plot analysis, the score values related to energy drink use is 

higher in the AAS users compared to other people, even if it was no significant, p=0.09 

(figure 47).  

 
Figure 47. The box plot summarizes the data about the use of energy drinks in AAS users vs 
other interviewed people. 
 

Finally, the use of supplements was evaluated in the interviewed people. The results are 

summarized in figure 48. The most used was Vitamin C, followed by B Complex, Organic 

and liquid magnesium, creatin monohydrate and soy protein. 
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Figure 48. Type of the supplements used by the interviewed people. 
 

Comparing the data through box plot analysis, the score values related to supplement use is 

significantly higher in the AAS users compared to other people, p<0.05 (figure 49). 

 

 

 
Figure 49. The box plot summarizes the data about the use of supplements in AAS users vs 
other interviewed people. 
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Chapter 5. DISCUSSION AND CONCLUSIONS 
 
 
 

5.1. AASs adverse effects and miRNAs applications: a literature review 

It may be expected that the use of AASs through self-administration combined with 

physiological production, both by men and women, yields circulating androgen levels that 

are orders of magnitude higher than normal physiological levels. AAS effects are strictly 

linked to the age of the abuser. Several studies in humans suggest that adolescents may be 

more sensitive than adults (O’Connor et al., 2004) and females may be more sensitive than 

males (Franke and Berendonk, 1997). 

The main adverse effect described in AAS users is a significant and often permanent change 

in sexual behavior and their reproductive system (Frati et al., 2014). The adverse effects of 

AAS use/abuse on the reproductive system are suppression of gonadal steroidogenesis, 

amenorrhoea, clitoral hypertrophy, testicular atrophy, disproportionate growth of the inner 

prostate, and masculinization of female fetuses (Barone et al., 2017; Pomara et al., 2016). 

Other organs that are involved in the adverse effects after AAS assumption are the liver and 

cardiovascular systems. Several studies have described liver tissue damage, such as 

impaired function, hepatic cholestasis (bile canal obstruction) causing jaundice, peliosis 

hepatitis (blood-filled sacs in the liver), and liver tumors (increased risk) (Pope et al., 2014b, 

2014a). 

Moreover, the cardiovascular system can be considered as one of the most critical systems 

involved in the evaluation of AAS abuse damage. Indeed, several diseases were previously 

described in AAS users: increased risk of thrombotic events such as myocardial infarction 

or stroke (raised LDL, lowered HDL and apolipoprotein-1, raised hematocrit (due to 

polycythemia), and lowered plasma fibrinogen, cardiac damage (left ventricular 

hypertrophy, fibrosis, and heart failure), and sudden cardiac death (Frati et al., 2015; 

Kanayama et al., 2008b; Pope et al., 2014b, 2014a). 

In this PhD project, 5 cases of subjects who had died after AAS use/abuse were selected. 

Based on the autoptic evidence, in 4 cases the subject had died of heart failure after steroid 

assumption. It is very interesting to note that in the last selected case, the cause of death was 

related to immunodeficiency. Particularly, the subject died of septic shock subsequent to 

necrotizing myofasciitis. This pathological condition may develop in the site of any injury, 

such as surgical incision, skin biopsy, lacerations, abrasions, cuts, insect bites, surgical 

wounds, skin abscesses, ulcers, burns, blunt trauma, and injection site, as in the analyzed 
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case (Puvanendran et al., 2009; Wong et al., 2003). Over the past few years, there have only 

been reported a few cases of athletes who have developed necrotizing fasciitis or 

pyomyositis or any other soft tissue infection, often in association with AAS use, by 

intramuscular injection (Grant et al., 2010; Hughes and Ahmed, 2011; Souza et al., 2011). 

Both testosterone and AAS adversely influence immune response, affecting leucocyte 

growth or activity, antibody and cytokine production, above all at supraphysiological doses 

mimicking a condition of secondary immunodeficiency (Choi and Lee, 2015; Hughes et al., 

1995; W. Brenu et al., 2011). Secondary immunodeficiency, much more common than 

primary immunodeficiency (that is to say those caused by genetic defects affecting the cells 

of the immune system), includes various causes that affect a normal immune system, 

including infectious, iatrogenic, metabolic and environmental causes (Chinen and Shearer, 

2010). These immune deficiencies are manifested clinically with an increased frequency or 

unusual complications of common infections and occasionally with the onset of 

opportunistic pathogen infections. Depending on the etiopathogenesis, secondary 

immunodeficiency will manifest with different clinical conditions, on which act, moreover, 

the magnitude of the triggering cause and the susceptibility of the host. For example, 

immunodeficiency induced by the use of corticosteroids depends on the dose used (Tan et 

al., 2006). 

Considering the adverse effects caused by AAS use/abuse, the identification of new tools 

for AAS use/abuse represents an important challenge for the scientific community. In the 

last few years, several studies have highlighted the role of miRNAs as a highly accurate 

diagnostic tool. To date, the limits of traditional techniques for the diagnosis of numerous 

diseases (such as cardiac imaging) are costs and not being quantitative. The detection of 

circulating miRNAs could go beyond these limitations as diagnostic or prognostic tools of 

several diseases, both because miRNAs are very sensitive, and their detection requires 

minimal peripheral blood. Several advantages are linked to the use of circulating miRNAs 

as anti-doping methods: high stability during transport and storage, the long period for 

detection, no sensitivity to unregulated room-temperature storage, and the stability in plasma 

subjected to multiple freeze-thaw cycles (Leuenberger et al., 2013a).  

At the light of this PhD work, a pivotal role could be played by miRNAs that seem 

dysregulated in cardiovascular or liver diseases, considering that these organs are involved 

in adverse effects caused by AAS use. 

Knowledge regarding miRNAs in human diseases related to AAS use/abuse may eventually 

lead to identify serum or tissue biomarkers with anti-doping potential. In this regard, the 
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need for careful validation of diagnostic miRNA candidates in well-annotated toxicological 

studies is mandatory. The rapid progress in anti-doping technologies using miRNA based 

strategies for the discovery of drug-abuse, such as AAS use/abuse, could optimize new 

approaches based on existing and emerging knowledge. 
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5.2. Abuser characteristics 

In all selected cases, the AAS users were males with a BMI > 25. For all cases, at the external 

examination, it was not possible to clarify the exact cause of death. After autopsy, combining 

all findings (histological and toxicological examination), the cause of death was clarified: it 

was always strictly related to the adverse effects of AAS use, both direct and indirect ways. 

In the reported cases, the blood and/or urine and/or hair analysis revealed the presence of 

AASs and their principal metabolite (19-norandrosterone). In all cases, the high 

testosterone/epitestosterone ratio (1:6) suggested the use of androgens, such as 

dihydrotestosterone (DHT) and dehydroepiandrosterone (DHEA) or, more likely, 

testosterone. Inhibition of natural androgens occurs secondary to inappropriate and 

prolonged use of anabolic hormones. Chronic AAS abuse results in different patterns of 

pathologic alterations that depend on the dose, frequency, and mode of use: for example, in 

case 5, death was caused by infective risk post AAS assumption. This event is uncommon 

in AAS users as discussed in the previous paragraph. 

Contrariwise, as well described in the literature, the cardiovascular adverse effects generated 

by AAS use/abuse could be considered very important in the determination of the cause of 

death. In 4 out of the 5 tested cases, the use of AAS damaged the cardiovascular system, 

probably through the alteration of the lipoprotein metabolism that may be strictly linked to 

myocardial infarction and/or other adverse effects. 

Cardiovascular effects of AASs are frequently reported in published case reports: indeed, 

acute myocardial infarction can be linked to premature atherosclerosis. Acute non-fatal 

myocardial infarction was first reported in 1988 (Büttner and Thieme, 2010) and fatal 

myocardial infarction in 1990 (D’Andrea et al., 2007). Myocardial infarction without 

significant coronary atherosclerotic disease has also been reported (Ferenchick and 

Adelman, 1992; Hoffman et al., 2009; McNutt et al., 1988; Montisci et al., 2012). Other 

adverse cardiovascular effects such as left ventricular hypertrophy, impaired left ventricular 

function, arterial thrombosis, and pulmonary embolism have been described (Büttner and 

Thieme, 2010; D’Andrea et al., 2007; Fineschi et al., 2001, 2007; Montisci et al., 2012; 

Parkinson and Evans, 2006; Payne et al., 2004; Thiblin et al., 2009). The most typical 

myocardial abnormality in AAS abusers is left ventricular hypertrophy, associated with 

fibrosis and myocytolysis (Frati et al., 2014; Montisci et al., 2012). 

Until today, 19 fatal cases (89.5% males), age range 18–37 years, have been reported in 

medical literature (Di Paolo et al., 2007; Dickerman et al., 1995; Ferenchick, 1991; Fineschi 
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et al., 2001, 2007; Hausmann et al., 1998; Kennedy and Lawrence, 1993; Luke et al., 1990; 

Montisci et al., 2012; Payne et al., 2004; Thiblin et al., 2009), but with only one case of 

occlusive thrombus in the left coronary artery (Ferenchick, 1991). 

Melchert and Welder (Melchert and Welder, 1995) suggested that there are at least four 

hypothetical models of ASS-induced adverse cardiovascular effects: atherogenic, 

thrombosis, vasospasm, and direct myocardial injury. 

Cardiovascular responses to AASs are due to specific myocardial receptors, which have 

transcriptional regulatory functions. The cardiac hypertrophy induced by AASs appears to 

be generated by a direct action on cardiac androgen receptors, whose effects are directly 

proportional to the dose, time and duration of drug administration (Ferrera et al., 1997; 

Marsh et al., 1998; Montisci et al., 2012; Wu and Von Eckardstein, 2003). 

The sympathetic nervous system involved in the neurological control of the cardiovascular 

system may be influenced by AASs when combined with exercise and confer an increased 

risk of life-threatening arrhythmias (Thiblin and Petersson, 2005; van Amsterdam et al., 

2010). 

According to Achar et al.(Achar et al., 2010), AASs are often consumed concomitantly with 

GH, erythropoietin, and other agents. This is important because GH may lead to 

cardiomyopathy, abnormal lipoprotein profiles (Saugy et al., 2006; Thomas et al., 2013), 

and left ventricular hypertrophy (Karila et al., 2003). Erythropoietin abuse is linked to 

hypertension and increased risk of thromboembolic events (Baron et al., 2013). These 

effects may be difficult to separate from the results of AAS abuse alone and motivate the 

need for more rigorous clinical and forensic screening. 
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5.3 miRNA quantification 

miRNAs have been considered to play a pivotal role in precision medicine. Apparently, this 

depends not only on differences at the interindividual level but also at the intercellular level 

(Collins and Varmus, 2015). 

Indeed, miRNAs are exquisite regulators of gene expression that inhibit translation and/or 

promote mRNA degradation by base pairing to precise complementary sequences within the 

3′-untranslated region. 

miRNAs are expressed in a cell-specific manner and, for these reasons, they are used as 

selective treatments, targeting bad cells and preserving good cells. The major applications 

studied by the scientific community concern the fight against cancer, even if scientific 

efforts are also applied to several other disorders (Edwards et al., 2010; Santulli, 2015). 

Moreover, in the near future, clinicians will have to deal with miRNAs, not just as diagnostic 

biomarkers but also as potential tools to design selective treatments, alongside their 

emerging important role in prognostic signatures and prediction models (Santulli, 2015). 

In this scenario, one of the significant challenges in the anti-doping field is the identification 

of specific and sensitive non-invasive biomarkers that can be routinely measured in easily 

accessible samples.  

In the same way that specific biomarkers are used to detect the biological fingerprint of 

disease, other biomarkers can be used to identify the biological fingerprint of doping. 

The potential use of circulating miRNAs as specific biomarkers in the antidoping field has 

been demonstrated by several groups (Gasparello et al., 2019; Gunnarsdottir et al., 2019; 

Leuenberger et al., 2013a). 

Based on this evidence, the research hypothesis of this project was the detection of the 

misexpression of several miRNAs at the different organs that were identified as target 

organs linked to AAS use. In the light of the results of the first year of this project, different 

miRNAs were tested on the following tissues: heart, kidney, liver, and brain.  

 

5.3.1 Heart and musculoskeletal systems 

Four miRNAs (miR-133a-3p, miR-208a-3p, miR-499a-3p, and miR-1-3p) were tested in the 

two groups: HF group and AAS group.  

Cardiovascular disease is the leading cause of morbidity and mortality in developed 

countries. Cardiovascular remodeling represents an important aspect of disease progression 

in heart failure (HF), regardless of cause. It manifests clinically by changes in cardiac size, 
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shape, and function in response to aging, cardiac injury, or increased load. The importance 

of remodeling as a pathogenic mechanism is not completely understood because the factors 

leading to remodeling have not been fully investigated. Generally, pathological processes 

of the heart are associated with an altered expression profile of genes that are important for 

cardiac function (Kumarswamy and Thum, 2013; Williams et al., 2009; Zampetaki et al., 

2013). 

The cardiac genes involved in the remodeling are very numerous, and each gene is 

individually controlled by multiple transcription factors. Moreover, epigenetic and post-

transcriptional regulations can be very important in gene expression. Cardiovascular 

remodeling involves many pathologies including myocardial ischemia/myocardial 

infarction (MI), cardiac hypertrophy, cardiac fibrosis, arrhythmia, and vascular diseases 

(Olson, 2006; Williams and Carroll, 2009). 

Tissue-specific expression of miRNAs was first reported in 2002 (Lagos-Quintana et al., 

2002). It is known that there is a family of so-called myomiRs that are encoded within the 

introns of the separate myosin heavy chain genes. miR-208a, miR-208b, and miR-499 are 

located within the Myh6, Myh7, and Myh7b genes, respectively. It was reported that miR-

208 −/− mice show reduced cardiac hypertrophy in response to pressure overload (Van Rooij 

et al., 2007). Targets of miR-208a include thyroid hormone receptor-associated protein 1 

(Callis et al., 2009; Van Rooij et al., 2007), suggesting that miR-208a initiates 

cardiomyocyte hypertrophy by regulating triiodothyronine-dependent repression of β-MHC 

expression. Overexpression of miR-208a was sufficient to upregulate Myh7 and to elicit 

cardiac hypertrophy, resulting in systolic dysfunction (Callis et al., 2009). Although miR-

208a is required for cardiac hypertrophy, the role of miR-208b in these pathologic 

conditions remains to be elucidated. The therapeutic inhibition of miR-208a using the 

antimiR-208a during hypertension-induced heart failure in animal model improving cardiac 

function, overall health, and survival (Montgomery et al., 2011). Moreover, it was described 

that miR-208a is sufficient to induce arrhythmias, cardiac remodeling, and to regulate the 

expression of hypertrophy pathway components and the cardiac conduction system. The 

emerging role of miR-208a in the heart suggested that it is involved in the regulation of the 

myosin heavy chain isoform switch during development and in pathophysiological 

conditions (Oliveira-Carvalho et al., 2013). The results of this research project confirmed a 

pivotal role for the miR-208 considering that it has been detected overexpressed both in HF 

group and in AASs group. Indeed, these results suggest that the expression levels of this 

miRNA could be related to heart tissue damage in a direct way: when more remodeling on 
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the heart tissue was detected, the miRNA level was higher. No modification on the 

expression levels of this miRNA on the musculoskeletal tissue was reported.   

In a recent study a pivotal role for the miR‐1 and miR‐499 in discriminating sudden cardiac 

death (SCD) from acute myocardial infarction (AMI) was reported (Pinchi et al., 2019): 

both miRNAs were overexpressed compared to the control group for SCD and AMI even if 

significant differences were described among them.  

miR-1 is also a cardiac and skeletal muscle-specific miRNA, and it is probably one of the 

most abundant miRNAs in the heart. It was reported to target a cytoskeletal regulatory 

protein, Twinfilin-1 (Twf1), which binds to actin monomers and prevents their assembly 

into filaments (Li et al., 2010b). The role of this miRNA was investigated in heart diseases. 

Tang et al. reported a pro-apoptotic effect on cardiomyocytes by targeting Bcl-2 when this 

miRNA was overexpressed. They reported that Bcl-2 was silenced by miR-1 at the protein 

and mRNA levels (Tang et al., 2009). The mechanisms of apoptosis in ischemic heart 

disease (IHD) and dilated cardiomyopathy (DCM) have yet to be clearly elucidated. 

Apoptosis and necrosis in heart failure may be induced by the same agents, with the type of 

cell death being dependent on the severity of the insult. Post-transcriptional repression of 

Bcl-2 by miR-1 is probably one of the mechanisms underlying their regulation of apoptosis 

versus survival (Latif et al., 2000). In agreement with a previous study (Pinchi et al., 2019), 

the results of the present study suggest that this miRNA is overexpressed compared to 

controls in both the AAS and HF groups, although no significant differences were reported 

among groups. Contrariwise, this miRNA has been detected significantly higher in the AAS 

group in the musculoskeletal tissue compared to the other groups. miR-1 and miR-133 are 

specifically expressed in adult cardiac and skeletal muscle tissues, but not in other tissues 

tested (Sempere et al., 2004). miR-1 and miR-133 modulate muscle proliferation and 

differentiation, in part, by targeting HDAC4 and Serum Response Factor (SRF), 

respectively. Particularly, overexpression of miR-1 led to the downregulation of endogenous 

HDAC4 protein, while overexpression of miR-133 repressed the expression of endogenous 

SRF proteins (Chen et al., 2006). Moreover, both miR-1 and miR-133 are involved in 

cardiac repolarization acting on cardiac ion channel genes such as GJA1/Cx43/IJ (Yang et 

al., 2007), KCNJ2/Kir2.1/IK1 (Yang et al., 2007), potassium voltage-gated channel, 

subfamily H (eag-related) member 2 (KCNH2)/human ether-à-go-go-related gene 

(HERG)/IKr (Xiao et al., 2007), potassium voltagegated channel, KQT-like subfamily, 

member 1 (KCNQ1)/KvLQT1/IKs, and potassium voltage-gated channel, Isk-related 

family, member 1 (KCNE1)/mink/IKs (Luo et al., 2007). The aberrant expression of miR-
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133 was usually accompanied with cardiac hypertrophy, arrhythmogenesis and heart failure 

(Lau et al., 2001). Although miR-133 has been demonstrated to be involved in pathogenesis 

and progression of heart failure (HF), its effect remains controversial (Liu et al., 2017). 

Nevertheless, miR-133 has been described as one of the most promising biomarkers for 

understanding the biological response to physical activity and for the potential use for 

diagnosing muscle injury as well as in anti-doping testing (Danese et al., 2017). In the 

present study, the expression levels of this miRNA were higher in all tested groups 

compared to controls, suggesting that anabolic agent use is related to higher expression 

levels, similarly to those of the HF group. 

miR-499 is encoded in an intron of the myh7 gene and is considered likely to play a role in 

myosin gene regulation (Bell et al., 2010; van Rooij et al., 2009). Similarly, miR-499 and 

miR-30 family members diminished apoptosis in injured hearts by attenuating activation of 

dynamin-related protein-1 and thus inhibiting mitochondrial fission (Li et al., 2010a; Wang 

et al., 2011). In the present PhD study, miR-499 resulted overexpressed in the HF group, 

while, in the AAS group, it had about the same expression values as the control. Even if this 

miRNA was expressed similarly to the control in the AAS group, the results related to the 

HF group suggested that miR-499 could be used as a prognostic marker for clinicians and 

pathologists for heart diseases, even if further studies are needed. 

The results of the present study highlight a pivot role in the cardiovascular remodeling both 

for miR-499 and miR-208. The data obtained concerning the expression levels of miR-1 and 

miR-133 suggest that their role remains not completely known: the scientific community 

should consider to improve their effort in this field of research in order to better clarify all 

aspects. 

 

5.3.2 Kidney tissue 

Analyzing the results about the kidney tissue, the two tested miRNAs (mir-21 and miR-205) 

were improved in both tested groups (AASs vs CKD), even if significant differences were 

described only for miR-21. This miRNA is widely expressed in all tissues and is expressed 

quite highly in the normal kidney, heart, spleen, liver, and lung as well. Indeed, the 

expression levels were higher in the CKD groups compared to AAS group.  

As previously described, miR-21 was upregulated in injury with fibrosis both in mouse and 

human models (Chau et al., 2012). In addition to its involvement in kidney fibrosis (Zarjou 

et al., 2011; Zhong et al., 2011), several studies indicated that miR-21 may play an important 

role in stimulating fibrosis in other tissues after injury, such as cardiac and pulmonary tissues 
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(Liu et al., 2010; Thum et al., 2008). Moreover, it has been described that high levels of this 

miRNA promote kidney injury and fibrosis, while the inhibition of miR-21 in animal models 

ameliorates the effects (Chau et al., 2012). 

The way to regulate these mechanisms has been investigated in heart tissue: miR-21 

regulates the ERK–MAP kinase signaling pathway in cardiac fibroblasts, impacting global 

cardiac structure and function. miR-21 levels are increased selectively in fibroblasts of the 

failing heart, augmenting ERK–MAP kinase activity through inhibition of sprouty 

homologue 1 (Spry1). This mechanism regulates fibroblast survival and growth factor 

secretion, apparently controlling the extent of interstitial fibrosis and cardiac hypertrophy 

(Thum et al., 2008). It is commonly thought that the same pathway was followed for kidney 

tissue. Moreover, the action of this miRNA is exerted on PPARα as a major upstream 

regulator of lipid metabolism. The major miR-21 targets in the kidney are epithelial 

metabolic pathways, particularly the PPARα-regulated lipid metabolic signaling pathway 

(Lefebvre et al., 2006). For these reasons, miR-21 represents a post-transcriptional regulator 

in kidney tissue that amplifies injury responses, resulting in increased fibrosis. 

In the present study, the levels of miR-205 were overexpressed in both groups compared to 

controls. Even if the expression values were higher in the CKD groups compared to the AAS 

group, no significant differences were reported. These data were in agreement with previous 

studies. Wang et al. reported that the level of intra-renal of miR-205, similarly to other 

miRNA investigated, resulted significantly higher in patients with hypertensive 

nephrosclerosis than controls (Wang et al., 2010b). Moreover, high intra-renal expression 

of miR-205 was also found in renal biopsies of patients with hypertensive 

glomerulosclerosis: these expression values were correlated with disease severity (Schena 

et al., 2014). It is very important to note that the overexpression of this miRNA is related to 

no cancer diseases: indeed, miR-205 was markedly upregulated in non-tumor tissues (Ying 

et al., 2018). 

Finally, the results of the present study suggest that kidney damage in AAS abusers is similar 

to subjects suffering from chronic kidney disease, remarking that these miRNAs could be 

considered candidate markers for the identification of AAS abusers. 

 

5.3.3 Liver tissue 

As previously described, miR-21 is expressed in liver tissue similarly to other tissues. Its 

role has been largely discussed by the scientific community, resulting in controversy. Using 

an animal model, a recent study reported that MiR-21 expression was increased in the liver 
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of mice fed a high-fat diet (HFD) compared with controls (Loyer et al., 2016). This study 

demonstrated that miR-21 inhibition or suppression decreased liver injury, inflammation 

and fibrosis, in different murine models of non-alcoholic steatohepatitis (NASH), by 

restoring PPARα expression. MiR-21 has been reported to be upregulated in many inflamed 

states: this feature might explain the upregulation of miR-21 in NASH since plasma 

lipopolysaccharide levels are higher in patients and mice with NAFLD than controls 

(Mouzaki et al., 2013; Thuy et al., 2008). Analyzing the expression data from the liver tissue 

in the two tested groups (AASs and NAFLD), a pivotal role for miR-21 in fibrosis in liver 

tissue clearly appears. Particularly, the expression values of this miRNA are significantly 

higher in the AAS group, suggesting its possible use as a molecular biomarker both in anti-

doping and in diagnostic usage.  

MicroRNA-122 (miR-122) is involved in various physiological processes in hepatic 

function as well as in liver pathology; moreover, it is the most abundant liver-specific 

microRNA (Hu et al., 2012). The molecular mechanisms underlying regulation of lipid 

homeostasis by miR-122 are still unclear, both AMP-activated protein kinase (APK) and 

circadian metabolic regulators of the peroxisome proliferator-activated receptor (PPAR) 

family have been suggested to be putative effectors of miR-122-mediated metabolic controls 

(Bandiera et al., 2015). The results of the present study show that the expression levels of 

miR-122 were significant higher in the NAFLD group compared to the AAS group. 

Moreover, this miRNA was overexpressed in both groups, compared to controls. Recent 

studies were performed on miRNAs involved in the control of lipid metabolism (such as 

MiR-122, MiR-16, miR-33, miR-34, miR-103, miR-104, and miR-370), with the aim of 

identifying new tools for modern anti-doping. For example, Salamin et al. (2016) identified 

three potential candidate miRNAs for testosterone use, even if one of these showed a 

response related to dose-effect: in fact, levels of miR-122 increased 3.5-fold after 1 day of 

drug intake. These results suggest that miR-122 could be used as a reliable fingerprint of 

testosterone misuse (Salamin et al., 2016). 

miR-132 was investigated because it plays an important role in liver tissue: it targets 

mRNAs that regulate key biological processes including metabolism (Purushotham et al., 

2009; Stiles et al., 2004), cell proliferation (Anand et al., 2010), epigenetic regulation (Lagos 

et al., 2010) and inflammation (via suppression of acetylcholinesterase) (Shaked et al., 

2009), as well as nervous system-related cholinergic functions (Hanin et al., 2018). miR-

132 targets such as Pten and Sirt1, associated with hepatic steatosis, hyperlipidaemia and 

glucose regulation; moreover, it was elevated in a mouse model of alcoholic liver disease 
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(Hanin et al., 2018). The results of the present study show that the expression levels of miR-

132 were overexpressed in both groups compared to controls, resulting higher in the AAS 

group even if no significant differences were reported. These findings could be considered 

very important because the adverse effects generated by AAS assumption may cause the 

same organ damage as NAFLD. 

Finally, miR-155 was tested on selected samples. In recent years, the role of miR-155 in 

several cellular processes such as fatty acid metabolism and fibrogenic events has also been 

investigated (Bala et al., 2016). miR-155 targets genes involved in lipid metabolism (Fab4, 

Cpt1a) and early fibrosis (C/EBPβ, Smad3) (Csak et al., 2015). A recent study conducted 

on animal models reported that alcohol-induced liver injury, steatosis and inflammation 

were significantly reduced in miR-155 knockout (KO) mice compared to controls. The same 

study demonstrated that the inhibition of miR-155 using a specific miR-155 inhibitor 

resulted in an increase in PPARγ gene expression, with a subsequent benefit in treatment. 

Moreover, considering that alcohol use/abuse reduces PPARα (Kersten et al., 2010), 

steatogenic, inflammatory and fibrogenic changes observed in miR-155 KO mice after 

ethanol diet are likely due to the effect of miR-155 on PPAR signaling. (Bala et al., 2016). 

The results of the present study show that the expression levels of miR-155 were 

overexpressed in both groups compared to controls, resulting higher in the AAS group even 

if no significant differences were reported. These findings could be linked to the organ 

damage generated by AAS use/abuse. 

 

5.3.4 Brain tissue 

The data obtained from brain tissue in the tested group are very interesting. Brain damage 

is a complex dysfunction that involves a variety of conditions whose pathogenesis includes 

a number of mediators that lead to clinical sequelae. For this reason, the identification of 

specific circulating and/or tissue biomarkers that could indicate brain injury is challenging 

(Zaninotto et al., 2016). Moreover, this is true whether diagnosing early in order to benefit 

patients by starting appropriate treatment early or whether investigating the cause of death, 

except for cases in which the circumstances of the event are strongly evocative. 

In this context, miRNAs can play an important role in modulating a variety of brain 

conditions and can serve as new biomarkers. The miRNAs selected in this study (miR-21, 

miR-34, miR-124, miR-132, and miR-200b), have been predicted to control important target 

genes involved in neuronal apoptosis and neuronal stress-induced adaptation. 

In detail, as well as being a strong indicator of widespread axonal damage (Pinchi et al., 
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2018), miR-21 could be a diagnostic biomarker of cerebral ischemia (Liu et al., 2016). The 

miR-21 pathway of expression seems to be related to the activity of Akt signaling by 

suppression of phosphatase and tensin homolog (PTEN)-gene expression, resulting in 

further suppression of caspase-3 expression (Han et al., 2014). This cascade prevents 

apoptosis of cortical neurons. In addition, patients with stroke and atherosclerosis show 

significantly higher plasmatic levels of miR-21, which has been interpreted as a strong anti-

apoptotic prevention measure (Tsai et al., 2013). Furthermore, the study conducted by Buller 

et al., employing in situ hybridization, demonstrated that miR-21 expression was 

upregulated in neurons in the area adjacent to the ischemic area as an expression of 

protection from ischemic neuronal death (Buller et al., 2010). Finally, miR-21 acts as an 

anti-inflammatory marker during ischemic stroke (Gaudet et al., 2018). This evidence is in 

line with our results with miR-21 expression levels being significantly higher in the AAS, 

SG and AG groups compared to the control trauma group and the DG group. 

Analyzing the data about miR-34, it was found to be overexpressed in the AAS and DG 

groups. The overexpression of miR-34 was related to an increased rate of apoptosis 

associated with a decrease in Bcl-2 expression in mouse models and in human cell lines 

(Khanna et al., 2011). In contrast, an induced down-regulation of miR-34 blocked the 

inhibition of the expression of the target gene, Bcl-2. In addition, the high levels of the post-

transcriptional protein that were induced, were accompanied by concomitant low levels of 

Bax expression and low cleavage by caspases. This mechanism was also observed in the 

brains of mice on a low-calorie diet. Furthermore, in an experimental study on the 

hippocampus of rats, in order to evaluate the evolution of neurodegenerative diseases, such 

as Alzheimer’s disease, miR-34 levels were found to be elevated (Zovoilis et al., 2011). 

Therefore, in our analysis, the expression values of miR-34 were higher in all four groups 

compared to the control group, probably interpretable as an important index of 

neurodegeneration being statistically significant in the DG and AAS groups. 

This trend is confirmed analyzing the data about the expression values of miR-124. 

Concerning the literature, similar considerations have been made about miR-124. In fact, 

Jeyaseelan et al. demonstrated that miR-124 was increased in a murine model following 

cerebral artery occlusion and 24 h reperfusion (Jeyaseelan et al., 2008). Moreover, miR-124 

is significantly increased, as well as miR-21, in the area surrounding an ischemic zone. In 

the same animal model, the nervous overexpression of miR-124 correlated with a decreased 

infarct size (Sun et al., 2013). The probable explanation would result in the anti-apoptotic 

genes targeted by miR-124 being Bcl-2 and Bcl-xL (Graham et al., 2000). According to this 
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data, miR-124 expression showed significant differences, resulting in a higher expression in 

the SG and AAS groups with respect to the other two groups. A further target of miR-124 

is the REST (RE1 Silencing Transcription Factor) gene that determines a reduction of the 

expression of neuronal plasticity genes (synaptophysin, BDNF, and Brain Derived 

Neurotrophic Factor). Cocaine induces REST and suppresses miR-124, influencing 

tolerance, sensitization, and addiction (Chandrasekar and Dreyer, 2009). In our 

experimental setting, the expression values of this miRNA were significantly higher in the 

DG group with respect to the AG group. Moreover, this neuroprotective function of miR-

124 could also be extended to other neurodegenerative diseases. In fact, the miR-124 level 

in the brain of patients with Alzheimer’s disease is down-regulated, in parallel to the 

increase in expression of beta-site expression APP-cleaving enzyme 1 (BACE1) (Sun et al., 

2015). In addition to this mechanism of neurodegeneration, miR-124 is involved in long-

term plasticity affecting the transcription factor CREB (cAMP response element-binding 

protein) (Rajasethupathy et al., 2009). The experimental findings of this PhD project showed 

that miR-124 expression in the AG group was similar to that in the control group, showing 

the lowest statistical significance in inter-group variation. The expression was statistically 

higher in the SG and in AAS groups, leading us to hypothesize its role as a diagnostic tool 

in the diagnosis of ischemic stroke, or for brain damages linked to AASs use/abuse. 

However, cognitive decline can be attributed to complex interactions involving cellular 

dysfunction, cumulative over time, and life habits that cause the reduction of plasticity in 

the elderly. 

Moreover, for miR-132 the expression values in the AAS group were about the same of the 

DG group. In the SG group, which had expression values about the same as the controls, an 

important role was played by miR-132, whose function is to regulate the glutamate receptor 

expression level as well as post-stroke excitotoxicity (Karr et al., 2009). In fact, some recent 

studies have shown that the use of miR-132 antagomir during cerebral ischemic attacks may 

have neuroprotective effects through the suppression of glutamate receptor expression, 

acting on CREB as stated for miR-124 (Luikart et al., 2011; Nudelman et al., 2010). 

Moreover, higher serum miR-132 levels were recently suggested as biomarkers for mild 

cognitive impairment, a stage often preceding Alzheimer’s disease (Hadar et al., 2018). 

Considering this effect on memorization processes, recent studies have proved that miR-132 

is induced in culture by neurotrophins and neuronal activity and is able to modulate dendritic 

morphology via the suppression of p250 GTPase-activating protein (p250GAP) (Vo et al., 

2005; Wayman et al., 2008). Acting between the neural and immune system, miR-132 has 
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recently been discovered to reduce brain inflammation and to increase the level of 

acetylcholine (O’Neill, 2009; Shaked et al., 2009; Wanet et al., 2012). In our experimental 

setting, the expression levels of miR-132 were higher in all four groups. Therefore, the DG 

and AAS groups presented significantly higher levels than the SG and AG groups. 

The reason for this could be found in some studies demonstrating the upregulation of mature 

miR-132 expression in rats following cocaine self-administration (SA). Furthermore, recent 

observations from Hollander et al. confirmed that 6 h (but not 1 h) access to cocaine SA for 

7 days increased miR-132 expression in the rat striatum (Hollander et al., 2010). The 

significant increase in miR-132 levels was long-lasting and remained high in rats that had 

been withdrawn from cocaine SA. Changes in dopamine and glutamate neurotransmission, 

alterations in specific signaling pathways, and/or epigenetic regulation have been advocated 

as a possible explanation. As chronic cocaine exposure alters dopamine and glutamate 

signaling by stimulating the dopamine D1 and glutamate NMDA receptors, these targets 

trigger the activation of the corresponding downstream signaling pathways and lead to 

CREB-dependent gene expression (Sadakierska-Chudy et al., 2017). 

Finally, the data about mir-200b showed higher values in the AAS group: this result suggests 

a positive response in order to reduce brain damage in a subject who used AASs. miR-200b 

is expressed in brain tissue, particularly in microglia, and involved in inflammatory 

response. Oligodendrocytes (OL) are myelin-forming cells of the CNS that are vulnerable 

to cerebral ischemia. The loss of OL and myelin impairs axonal function and is detrimental 

to functional recovery. Another study by Buller et al. proved that ischemic stroke causes an 

up-regulation of Serum response factor (SRF) and a down-regulation of miR-200b in OL 

white matter (Buller et al., 2012), indicating that miR-200b plays an important role in stroke-

induced SRF up-regulation, which ultimately affects OL progenitor cell differentiation. 

Analogously, microglia treated with miR-200b-inhibitor cause neuronal apoptosis in cell 

culture that is due to an excessive release of inflammatory cytokines and NO in the 

conditioned medium via increased c-Jun activity (Jadhav et al., 2014). In addition, impaired 

microglial migration has been shown to contribute to the pathogenesis of several brain 

diseases such as Prion disease (Ciesielski-Treska et al., 2004), Parkinson’s disease (Park et 

al., 2008), and Alzheimer’s disease (Mizuno, 2012), and it inhibits axonal regeneration 

during acute CNS injury (Vargas and Barres, 2007). However, further experiments are 

required to ascertain the possible neuroprotective role of microglial miR-200b. These 

literature data are in line with the statistical results of our experimental setting: the 

expression levels of miRNA-21 and miRNA-200b were higher in the AAS, SG and AG 
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groups compared to the control group, while in the DG group, the expression was similar to 

that in the control group. 

 

 

The main limitation of this step is related to the characteristics of the enrolled subjects in 

the AAS group. Indeed, even if the androgen use was ascertained through the toxicological 

examination, the data about the utilization time is unknown. For this reason, it is impossible 

to establish if the adverse effects can be considered as a consequence of chronic or short 

term use.  

Moreover, to achieve the goal of identification of new molecular biomarkers, the levels of 

the tested miRNAs should be evaluated in the blood, as for miR-122 by Salamin et al. 

(Salamin et al., 2016). However, in this PhD project, several difficulties were encountered 

in enrolling AAS users, making impossible the "in vivo" studies. Indeed, the Italian 

regulation in this field discourages the people from declaring the use of androgens, even 

only for research purposes. Contrariwise, as reported in the next paragraph, the use was 

declared anonymously. To solve this critical problem, in the upcoming future, collaborations 

with universities of other countries should be activated.  
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5.4 Questionnaire results 

Anabolic-androgenic steroid(s) (AAS) refer to testosterone and its synthetic derivatives 

mainly used non-medically for enhancing muscle growth and strength, boosting physical 

activity or sports performance, and for aesthetic purposes as well as for enhancing 

psychological well-being (Sagoe et al., 2014a). During assumption, users sometimes 

combine different injectable and oral AASs. This phenomenon is referred to as ‘steroid 

stacking’ or simply ‘stacking’ (McVeigh et al., 2012). Moreover, many users complement 

AAS use or stacking with the use of other substances. In this respect, AAS use has been 

found to be associated with the use of both licit and illicit substances in systematic reviews 

of predominantly quantitative literature (Sagoe et al., 2014b, 2015). 

It has been noted that one of the major drawbacks to successful AAS interventions is public 

health officials’ failure to recognize AAS users’ extensive pharmacological regimen (Sagoe 

et al., 2015). A synthesis of the qualitative or descriptive literature on polypharmacy by 

AAS users is, both from a clinical and research perspective, important in order to increase 

the understanding of the polypharmacy often associated with AAS use. 

The analysis of the questionnaire data demonstrated that the use of AASs in a young Italian 

population is 3.23 %. Analyzing the data obtained through the questionnaires in the USA 

reported in a recent study, the percentage of users among the interviewed people was 

between 1-2% (Pope et al., 2014a). The AAS users reported a significantly higher 

appearance evaluation and orientation compared to no-users.  

It is singular to note that the kind of the anabolic agents used has been self-administrated 

through injection in 87.5% of cases. Considering the sex differentiation in AAS users, in a 

study performed in the USA, it has been reported that the rarity of female AAS use and 

dependence is hardly surprising (McCabe et al., 2007), in this report the prevalence of users 

was female (6 on 8). 

Energy drinks are non-alcoholic beverages that typically contain high levels of caffeine 

(>150 mg/L) and sugar in combination with other ingredients known to have stimulant 

properties. They are marketed explicitly as a way to relieve fatigue and improve mental 

alertness, in contrast with sports or isotonic drinks which are intended to help athletes 

rehydrate after exercise (Ballard et al., 2010). In a recent report about the consumption data 

for energy drinks in 16 European countries it was reported that young people aged 10–18 

years old had the highest reported consumption prevalence (68%), compared with adults 

over 18 years old (30%) and children under 10 years old (18%) (Zucconi et al., 2017). In 

the report, 105 subjects (42.5%) declared that they used Energy drinks. In agreement with 
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the scientific literature, the users declared that the consumption was related to the effects of 

the energy drink, increasing cognitive performance, enhanced mood, more physical energy 

and promotion of wakefulness (Ganio et al., 2009; Goldstein et al., 2010; Spriet, 2014). 

However, evidence is emerging on the harmful physiological and psychological effects of 

these drinks, and it is possible that prolonged use may affect physical and mental well-being 

(Ishak et al., 2012). In the present study, about 42% declare coffee assumption, and 10.5% 

of the interviewed people declared consuming more than 3 coffees/day, while 36% declared 

that they used Red Bull and 17% used Monster. Based on the known effects of caffeine, 

consumption of energy drinks may lead to the following: caffeine intoxication and 

withdrawal; sleep disruption and insomnia; and disruptive, hyper-active and risky behavior 

(Mahoney et al., 2019; Terry-McElrath et al., 2014). Furthermore, these drinks are also 

likely to be negative in terms of health implications associated with excessive sugar intake, 

such as dental erosion, obesity and type 2 diabetes (Greenwood et al., 2014; Nissinen et al., 

2009). Moreover, new developments in marketing are also aimed at increasing the perceived 

health safety of energy drinks in order to gain acceptance in an increasingly health-driven 

society. As energy drink sales are rarely regulated by age, like alcohol and tobacco, and 

there is a proven negative effect of caffeine on children, there is the potential for a significant 

public health problem in the future. To date, policy development has been limited. Where 

policies exist, they are yet to be systematically evaluated in terms of their impact on heavy 

energy drink consumption, particularly among children and young adults. From a cautionary 

viewpoint, further research and policy action is necessary to minimize the risk of harm from 

heavy and long-term energy drink consumption. Moreover, it is very important to note that 

energy drink consumption is frequently combined with supplements. Previous independent 

reviews on energy drinks highlighted a number of implications for users’ health and well-

being (Ali et al., 2015; Alsunni, 2015). Finally, based on the result of the present study, 

energy drink use is higher in subjects who reported AAS consumption: this event could be 

considered in the evaluation of the adverse effects linked to the use of these kinds of 

substances.  

Another important aspect analyzed through the questionnaire is related to supplement use. 

What it is known is that the majority of these products can be bought from internet web sites 

anonymously, with the risk of buying something different, counterfeit or completely fake 

(Pacifici et al., 2016); caffeinated energy drinks are often mixed with alcoholic beverages 

with an increased risk of binge drinking, impaired driving, risky sexual behavior, and 

decreased perceived intoxication (Marczinski and Fillmore, 2014); and male sexual 
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enhancement products (e.g. sildenafil) have been used concomitantly with cocaine with 

severe cardiovascular effects (Famularo et al., 2001; Megalla et al., 2011). 

Another sizable emerging consumption is that of physical performance enhancers, which is 

recognized as unsafe by half of the responders and are consumed to replace “perceived” 

nutritional deficiency and to improve performance (Fernandez and Hosey, 2009; Yager and 

O’Dea, 2014). 

The reason of performance increase is shared with AASs, taken by a minority of responders 

and with drugs for sexual enhancement, used exclusively by males with a prevalence of 

older males (Kanayama et al., 2009; Pantalone et al., 2008). Surprisingly, physical 

performance enhancers that are dietary supplements and both steroids and drugs for sexual 

enhancement, are medicinal and similarly perceived as harmful to health. In addition, steroid 

consumers are more likely to also use alcohol, smart-drugs and energy drinks. Whereas 

recreational substances such as energy drinks and smart-drugs were mainly consumed for 

fun, related to nightlife and associated to influence by peers and internet use, compounds 

enhancing physical performance were associated with training (Breda et al., 2014; Polak et 

al., 2016). 

In the present study, the combined use of AASs with supplements is significantly higher 

compared to non-users, demonstrating the idea of polypharmacy for AAS users. 

Although the present study has an important limitation of participants who cannot be 

perfectly representative of the Italian population, the sample size and its diffusion 

throughout the national territory support the validity of the study. In addition, it has to be 

remembered that results are based on self-reported answers to the questionnaire with no 

objective assessment (i.e. consumption biomarkers in biological fluids) of personal 

statements. 

There was a significant association (p < 0.05) between the intake of anabolic steroids and 

consumption of other substances, such as energy drinks and smart-drugs. 

A typical trend of the 21st century is that these substances can be anonymously supplied 

through the internet, where they are sold with alleged effects on mental, physical and sexual 

performance without any real evidence-based research. Moreover, considering that in Italy 

the sale of the AASs is not allowed, it could be related to the online/black market. This is 

true for energy drinks, smart-drugs and physical performance enhancers whose 

advantage/disadvantage ratio is not systematically established and for androgenic anabolic 

steroids and drugs for sexual enhancement administered without any real hormonal or sexual 

dysfunction (Yager and O’Dea, 2014). 
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The potential health risks related to heavy consumption of these products have largely gone 

unaddressed. For these reasons, the efforts of the scientific community, both to better 

understand and to better communicate the risks linked to the use of these substances, should 

be improved. 
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Significance and impact of PhD research 

 
In the light of the results discussed in this project, it would appear that concerns in the 

scientific community and among the public regarding the potential adverse health effects of 

the increased consumption of energy drinks, supplements and AASs are broadly valid. 

As extensively discussed, AAS use is not limited to athletes, but concerns young people 

who use these kinds of substances for esthetical purposes. For these reasons, this field of 

ongoing research is very challenging for the scientific community, in particular for the 

forensic field, involving a large number of people. Although AAS use is strictly linked to 

the adverse effects on several organs, the use of these substances is constantly increasing. 

As demonstrated in this research project, the main organ involved is the heart; in several 

cases, the pathologies could be fatal for the abusers as described in the selected cases. 

Moreover, other organs are damaged during AAS use/abuse, such as reproductive systems, 

liver, kidney and brain. The identification of new molecular biomarkers can be considered 

of interest for the scientific community, not only for anti-doping purposes but for public 

health too.  

In this project, the evaluation of several miRNAs was performed in different selected tissues 

(heart, liver, kidney, brain). At the end of this project, several miRNAs were identified as 

candidate miRNAs that could be used for anti-doping. Moreover, the identification of new 

molecular biomarkers for different pathologies could be very useful in clinical practice to 

quickly orient diagnosis and determine the most suitable treatment in the shortest time. For 

these reasons the results obtained with this study are very promising to encompass both new 

anti-doping methods and new biomarkers linked to organ damage.  

Finally, evaluating all the data of the performed questionnaire, a complete scenario could be 

obtained on the voluptuary practices linked to AAS or smart drug use. Considering the 

results obtained through the questionnaires, the previous suggestions of associations 

between AAS use and the use of a wide range of other licit and illicit substances have been 

corroborated. AAS-related polypharmacy has potential serious harmful effects for people 

who engage in such behavior, which should be of serious public health concern. Clinicians, 

policymakers, researchers, and public health workers dealing with AAS users must be made 

aware of these issues. Importantly, efforts must be intensified to fight the debilitating effects 

of AAS concomitant polypharmacy. Furthermore, there needs to be ongoing research to 

investigate trends in AAS use and polypharmacy. 

  



-97- 
 

REFERENCES 
 
 
 
 
Achar, S., Rostamian, A., and Narayan, S. M. (2010). Cardiac and metabolic effects of 

anabolic-androgenic steroid abuse on lipids, blood pressure, left ventricular 
dimensions, and rhythm. Am. J. Cardiol. doi:10.1016/j.amjcard.2010.05.013. 

Afshar, A. S., Xu, J., and Goutsias, J. (2014). Integrative identification of deregulated 
MiRNA/TF-mediated gene regulatory loops and networks in prostate cancer. PLoS 
One 9. doi:10.1371/journal.pone.0100806. 

Ai, J., Zhang, R., Li, Y., Pu, J., Lu, Y., Jiao, J., et al. (2010). Circulating microRNA-1 as a 
potential novel biomarker for acute myocardial infarction. Biochem. Biophys. Res. 
Commun. 391, 73–77. doi:10.1016/j.bbrc.2009.11.005. 

Ali, F., Rehman, H., Babayan, Z., Stapleton, D., and Joshi, D. D. (2015). Energy drinks 
and their adverse health effects: A systematic review of the current evidence. 
Postgrad. Med. doi:10.1080/00325481.2015.1001712. 

Alsunni, A. A. (2015). Energy drink consumption: Beneficial and adverse health effects. 
Int. J. Heal. Sci. doi:10.12816/0031237. 

Anand, S., Majeti, B. K., Acevedo, L. M., Murphy, E. A., Mukthavaram, R., Scheppke, L., 
et al. (2010). MicroRNA-132-mediated loss of p120RasGAP activates the 
endothelium to facilitate pathological angiogenesis. Nat. Med. doi:10.1038/nm.2186. 

Badal, S. S., and Danesh, F. R. (2015). MicroRNAs and their applications in kidney 
diseases. Pediatr. Nephrol. 30, 727–740. doi:10.1007/s00467-014-2867-7. 

Bailey, R. L., Gahche, J. J., Miller, P. E., Thomas, P. R., and Dwyer, J. T. (2013). Why US 
adults use dietary supplements. JAMA Intern. Med. 173, 355–361. 
doi:10.1001/jamainternmed.2013.2299. 

Bala, S., Csak, T., Saha, B., Zatsiorsky, J., Kodys, K., Catalano, D., et al. (2016). The pro-
inflammatory effects of miR-155 promote liver fibrosis and alcohol-induced 
steatohepatitis. J. Hepatol. doi:10.1016/j.jhep.2016.01.035. 

Ballard, S. L., Wellborn-Kim, J. J., and Clauson, K. A. (2010). Effects of commercial 
energy drink consumption on athletic performance and body composition. Phys. 
Sportsmed. doi:10.3810/psm.2010.04.1768. 

Bandiera, S., Pfeffer, S., Baumert, T. F., and Zeisel, M. B. (2015). MiR-122 - A key factor 
and therapeutic target in liver disease. J. Hepatol. doi:10.1016/j.jhep.2014.10.004. 

Baron, D. A., Reardon, C. L., and Baron, S. H. (2013). “Doping in Sport,” in Clinical 
Sports Psychiatry: An International Perspective doi:10.1002/9781118404904.ch3. 

Barone, R., Pitruzzella, A., Marino Gammazza, A., Rappa, F., Salerno, M., Barone, F., et 
al. (2017). Nandrolone decanoate interferes with testosterone biosynthesis altering 
blood–testis barrier components. J. Cell. Mol. Med. doi:10.1111/jcmm.13092. 

Bartel, D. P. (2004). MicroRNAs: Genomics, Biogenesis, Mechanism, and Function. Cell 
116, 281–297. doi:10.1016/S0092-8674(04)00045-5. 

Bell, M. L., Buvoli, M., and Leinwand, L. A. (2010). Uncoupling of Expression of an 
Intronic MicroRNA and Its Myosin Host Gene by Exon Skipping. Mol. Cell. Biol. 
doi:10.1128/mcb.01370-09. 

Bertozzi, G., Salerno, M., Pomara, C., and Sessa, F. (2019a). Neuropsychiatric and 
Behavioral Involvement in AAS Abusers. A Literature Review. Medicina (B. Aires). 
doi:10.3390/medicina55070396. 

Bertozzi, G., Sessa, F., Albano, G. D., Sani, G., Maglietta, F., Roshan, M. H. K., et al. 
(2017). The Role of Anabolic Androgenic Steroids in Disruption of the Physiological 
Function in Discrete Areas of the Central Nervous System. Mol. Neurobiol., 1–9. 



-98- 
 

doi:10.1007/s12035-017-0774-1. 
Bertozzi, G., Sessa, F., Maglietta, F., Cipolloni, L., Salerno, M., Fiore, C., et al. (2019b). 

Immunodeficiency as a side effect of anabolic androgenic steroid abuse: a case of 
necrotizing myofasciitis. Forensic Sci. Med. Pathol. doi:10.1007/s12024-019-00144-
z. 

Bond, P., Llewellyn, W., and Van Mol, P. (2016). Anabolic androgenic steroid-induced 
hepatotoxicity. Med. Hypotheses. doi:10.1016/j.mehy.2016.06.004. 

Breda, J. J., Whiting, S. H., Encarnação, R., Norberg, S., Jones, R., Reinap, M., et al. 
(2014). Energy drink consumption in Europe: A review of the risks, adverse health 
effects, and policy options to respond. Front. Public Heal. 
doi:10.3389/fpubh.2014.00134. 

Bremner, W. J., Vitiello, M. V., and Prinz, P. N. (1983). Loss of circadian rhythmicity in 
blood testosterone levels with aging in normal men. J. Clin. Endocrinol. Metab. 
doi:10.1210/jcem-56-6-1278. 

Brown, T. A., Cash, T. F., and Mikulka, P. J. (1990). Attitudinal Body-Image Assessment: 
Factor Analysis of the Body-Self Relations Questionnaire. J. Pers. Assess. 
doi:10.1080/00223891.1990.9674053. 

Bucknall, V., Rehman, H., Bassindale, T., and Clement, R. G. (2014). The athlete 
biological passport: Ticket to a fair commonwealth games. Scott. Med. J. 59, 143–
148. doi:10.1177/0036933014542062. 

Buller, B., Chopp, M., Ueno, Y., Zhang, L., Zhang, R. L., Morris, D., et al. (2012). 
Regulation of serum response factor by miRNA-200 and miRNA-9 modulates 
oligodendrocyte progenitor cell differentiation. Glia. doi:10.1002/glia.22406. 

Buller, B., Liu, X., Wang, X., Zhang, R. L., Zhang, L., Hozeska-Solgot, A., et al. (2010). 
MicroRNA-21 protects neurons from ischemic death. FEBS J. doi:10.1111/j.1742-
4658.2010.07818.x. 

Büttner, A., and Thieme, D. (2010). Side effects of anabolic androgenic steroids: 
Pathological findings and structure-activity relationships. Handb. Exp. Pharmacol. 
doi:10.1007/978-3-540-79088-4_19. 

Cadwallader, A. B., De La Torre, X., Tieri, A., and Botrè, F. (2010). The abuse of 
diuretics as performance-enhancing drugs and masking agents in sport doping: 
Pharmacology, toxicology and analysis. Br. J. Pharmacol. 161, 1–16. 
doi:10.1111/j.1476-5381.2010.00789.x. 

Callis, T. E., Pandya, K., Hee, Y. S., Tang, R. H., Tatsuguchi, M., Huang, Z. P., et al. 
(2009). MicroRNA-208a is a regulator of cardiac hypertrophy and conduction in 
mice. J. Clin. Invest. doi:10.1172/JCI36154. 

Cash, T. F. (2000a). MBSRQ Users Manual. Unpubl. Test Man. 
Cash, T. F. (2000b). The multidimensional body-self relations questionnaire. Unpubl. Test 

Man. 
Cash, T. F. (2017). “Multidimensional Body–Self Relations Questionnaire (MBSRQ),” in 

Encyclopedia of Feeding and Eating Disorders doi:10.1007/978-981-287-104-6_3. 
Catalanotto, C., Cogoni, C., and Zardo, G. (2016). MicroRNA in control of gene 

expression: An overview of nuclear functions. Int. J. Mol. Sci. 17. 
doi:10.3390/ijms17101712. 

Chana, G., Bousman, C. A., Money, T. T., Gibbons, A., Gillett, P., Dean, B., et al. (2013). 
Biomarker investigations related to pathophysiological pathways in schizophrenia 
and psychosis. Front. Cell. Neurosci. doi:10.3389/fncel.2013.00095. 

Chandrasekar, V., and Dreyer, J. L. (2009). microRNAs miR-124, let-7d and miR-181a 
regulate Cocaine-induced Plasticity. Mol. Cell. Neurosci. 
doi:10.1016/j.mcn.2009.08.009. 



-99- 
 

Chau, B. N., Xin, C., Hartner, J., Ren, S., Castano, A. P., Linn, G., et al. (2012). 
MicroRNA-21 promotes fibrosis of the kidney by silencing metabolic pathways. Sci. 
Transl. Med. doi:10.1126/scitranslmed.3003205. 

Chen, C., Ridzon, D. A., Broomer, A. J., Zhou, Z., Lee, D. H., Nguyen, J. T., et al. (2005). 
Real-time quantification of microRNAs by stem-loop RT-PCR. Nucleic Acids Res. 
doi:10.1093/nar/gni178. 

Chen, J. F., Mandel, E. M., Thomson, J. M., Wu, Q., Callis, T. E., Hammond, S. M., et al. 
(2006). The role of microRNA-1 and microRNA-133 in skeletal muscle proliferation 
and differentiation. Nat. Genet. doi:10.1038/ng1725. 

Chinen, J., and Shearer, W. T. (2010). Secondary immunodeficiencies, including HIV 
infection. J. Allergy Clin. Immunol. doi:10.1016/j.jaci.2009.08.040. 

Choi, S. M., and Lee, B.-M. (2015). Comparative safety evaluation of selective androgen 
receptor modulators and anabolic androgenic steroids. Expert Opin. Drug Saf. 
doi:10.1517/14740338.2015.1094052. 

Christou, M. A., Christou, P. A., Markozannes, G., Tsatsoulis, A., Mastorakos, G., and 
Tigas, S. (2017). Effects of Anabolic Androgenic Steroids on the Reproductive 
System of Athletes and Recreational Users: A Systematic Review and Meta-Analysis. 
Sport. Med. doi:10.1007/s40279-017-0709-z. 

Christou, M. A., and Tigas, S. (2018). Recovery from reproductive impact of androgen 
abuse. Curr. Opin. Endocrinol. Diabetes Obes. 
doi:10.1097/MED.0000000000000406. 

Ciesielski-Treska, J., Grant, N. J., Ulrich, G., Corrotte, M., Bailly, Y., Haeberle, A. M., et 
al. (2004). Fibrillar Prion Peptide (106-126) and Scrapie Prion Protein Hamper 
Phagocytosis in Microglia. Glia. doi:10.1002/glia.10363. 

Cole, M., Hopker, J. G., Wiles, J. D., and Coleman, D. A. (2018). The effects of acute 
carbohydrate and caffeine feeding strategies on cycling efficiency. J. Sports Sci. 
doi:10.1080/02640414.2017.1343956. 

Collins, F. S., and Varmus, H. (2015). A new initiative on precision medicine. N. Engl. J. 
Med. doi:10.1056/NEJMp1500523. 

Csak, T., Bala, S., Lippai, D., Kodys, K., Catalano, D., Iracheta-Vellve, A., et al. (2015). 
MicroRNA-155 deficiency attenuates liver steatosis and fibrosis without reducing 
inflammation in a mouse model of steatohepatitis. PLoS One. 
doi:10.1371/journal.pone.0129251. 

D’Andrea, A., Caso, P., Salerno, G., Scarafile, R., De Corato, G., Mita, C., et al. (2007). 
Left ventricular early myocardial dysfunction after chronic misuse of anabolic 
androgenic steroids: A Doppler myocardial and strain imaging analysis. Br. J. Sports 
Med. doi:10.1136/bjsm.2006.030171. 

Damrose, E. J. (2009). Quantifying the impact of androgen therapy on the female larynx. 
Auris Nasus Larynx. doi:10.1016/j.anl.2008.03.002. 

Danese, E., Benati, M., Sanchis-Gomar, F., Tarperi, C., Salvagno, G. L., Paviati, E., et al. 
(2017). Physiological determinants of urine and plasma myomiRNAs in recreational, 
middle-age athletes. J. Lab. Precis. Med.  May 2017. Available at: 
http://jlpm.amegroups.com/article/view/3637. 

de la Torre, B., Sjöberg, B., Hedman, M., Bártfai, G., and Diczfalusy, E. (1981). A study 
of the short‐time variation and interrelationship of plasma hormone levels reflecting 
pituitary, adrenocortical and testicular function in fertile men. Int. J. Androl. 
doi:10.1111/j.1365-2605.1981.tb00736.x. 

Demers, L. M., Leizman, D. J., and Liggett, M. (1991). Endocrine effects in female weight 
lifters who self-administer testosterone and anabolic steroids. Am. J. Obstet. Gynecol. 
doi:10.1016/S0002-9378(12)90768-1. 



-100- 
 

Demling, R. H., and DeSanti, L. (2003). Effect of the anabolic steroid oxandrolone on the 
rate of catabolism in acute necrotizing fasciitis. Wounds. 

Desvignes, T., Batzel, P., Berezikov, E., Eilbeck, K., Eppig, J. T., McAndrews, M. S., et 
al. (2015). MiRNA Nomenclature: A View Incorporating Genetic Origins, 
Biosynthetic Pathways, and Sequence Variants. Trends Genet. 31, 613–626. 
doi:10.1016/j.tig.2015.09.002. 

Di Paolo, M., Agozzino, M., Toni, C., Luciani, A. B., Molendini, L., Scaglione, M., et al. 
(2007). Sudden anabolic steroid abuse-related death in athletes. Int. J. Cardiol. 
doi:10.1016/j.ijcard.2005.11.033. 

Dickerman, R. D., Schaller, F., Prather, I., and McConathy, W. J. (1995). Sudden cardiac 
death in a 20-year-old bodybuilder using anabolic steroids. Cardiology. 
doi:10.1159/000176867. 

Dickinson, A., Blatman, J., El-Dash, N., and Franco, J. C. (2014). Consumer Usage and 
Reasons for Using Dietary Supplements: Report of a Series of Surveys. J. Am. Coll. 
Nutr. 33, 176–182. doi:10.1080/07315724.2013.875423. 

Donadeu, F. X., Mohammed, B. T., and Ioannidis, J. (2017). A miRNA target network 
putatively involved in follicular atresia. Domest. Anim. Endocrinol. 58, 76–83. 
doi:10.1016/j.domaniend.2016.08.002. 

Drug abuse handbook (1998). Choice Rev. Online. doi:10.5860/choice.35-5686. 
Dwivedi, Y. (2014). Emerging role of microRNAs in major depressive disorder: Diagnosis 

and therapeutic implications. Dialogues Clin. Neurosci. 16, 43–61. 
Edwards, J. K., Pasqualini, R., Arap, W., and Calin, G. A. (2010). MicroRNAs and 

ultraconserved genes as diagnostic markers and therapeutic targets in cancer and 
cardiovascular diseases. J. Cardiovasc. Transl. Res. doi:10.1007/s12265-010-9179-5. 

Eisenberg, I., Eran, A., Nishino, I., Moggio, M., Lamperti, C., Amato, A. A., et al. (2007). 
Distinctive patterns of microRNA expression in primary muscular disorders. Proc. 
Natl. Acad. Sci. U. S. A. 104, 17016–17021. doi:10.1073/pnas.0708115104. 

El Osta, R., Almont, T., Diligent, C., Hubert, N., Eschwège, P., and Hubert, J. (2016). 
Anabolic steroids abuse and male infertility. Basic Clin. Androl. 26. 
doi:10.1186/s12610-016-0029-4. 

Elsharkawy, A. M., McPherson, S., Masson, S., Burt, A. D., Dawson, R. T., and Hudson, 
M. (2012). Cholestasis secondary to anabolic steroid use in young men. BMJ. 
doi:10.1136/bmj.e468. 

Enriquez, A., and Frankel, D. S. (2017). Arrhythmogenic effects of energy drinks. J. 
Cardiovasc. Electrophysiol. doi:10.1111/jce.13210. 

Famularo, G., Polchi, S., Di Bona, G., and Manzara, C. (2001). Acute aortic dissection 
after cocaine and sildenafil abuse [3]. J. Emerg. Med. doi:10.1016/S0736-
4679(01)00345-6. 

Ferenchick, G. S. (1991). Anabolic/androgenic steroid abuse and thrombosis: Is there a 
connection? Med. Hypotheses. doi:10.1016/0306-9877(91)90079-E. 

Ferenchick, G. S., and Adelman, S. (1992). Myocardial infarction associated with anabolic 
steroid use in a previously healthy 37-year-old weight lifter. Am. Heart J. 
doi:10.1016/0002-8703(92)90620-B. 

Fernandez, M. M. F., and Hosey, R. G. (2009). Performance-enhancing drugs snare 
nonathletes, too. J. Fam. Pract. 

Ferrera, P. C., Putnam, D. L., and Verdile, V. P. (1997). Anabolic steroid use as the 
possible precipitant of dilated cardiomyopathy. Cardiol. doi:10.1159/000177333. 

Fineschi, V., Baroldi, G., Monciotti, F., Reattelli, L. P., and Turillazzi, E. (2001). Anabolic 
steroid abuse and cardiac sudden death: A pathologic study. Arch. Pathol. Lab. Med. 
doi:10.1043/0003-9985(2001)125<0253:ASAACS>2.0.CO;2. 



-101- 
 

Fineschi, V., Riezzo, I., Centini, F., Silingardi, E., Licata, M., Beduschi, G., et al. (2007). 
Sudden cardiac death during anabolic steroid abuse: Morphologic and toxicologic 
findings in two fatal cases of bodybuilders. Int. J. Legal Med. doi:10.1007/s00414-
005-0055-9. 

Franke, W. W., and Berendonk, B. (1997). Hormonal doping and androgenization of 
athletes: A secret program of the German Democratic Republic government. in 
Clinical Chemistry. 

Frati, P., Busardo, F., Cipolloni, L., Dominicis, E., and Fineschi, V. (2014). Anabolic 
Androgenic Steroid (AAS) Related Deaths: Autoptic, Histopathological and 
Toxicological Findings. Curr. Neuropharmacol. 
doi:10.2174/1570159x13666141210225414. 

Frati, P., Kyriakou, C., Del Rio, A., Marinelli, E., Vergallo, G. M., Zaami, S., et al. (2015). 
Smart drugs and synthetic androgens for cognitive and physical enhancement: 
Revolving doors of cosmetic neurology. Curr. Neuropharmacol. 13, 5–11. 
doi:10.2174/1570159X13666141210221750. 

Ganio, M. S., Klau, J. F., Casa, D. J., Armstrong, L. E., and Maresh, C. M. (2009). Effect 
of caffeine on sport-specific endurance performance: A systematic review. J. Strength 
Cond. Res. doi:10.1519/JSC.0b013e31818b979a. 

Gasparello, J., Lamberti, N., Papi, C., Lampronti, I., Cosenza, L. C., Fabbri, E., et al. 
(2019). Altered erythroid-related miRNA levels as a possible novel biomarker for 
detection of autologous blood transfusion misuse in sport. Transfusion. 
doi:10.1111/trf.15383. 

Gaudet, A. D., Fonken, L. K., Watkins, L. R., Nelson, R. J., and Popovich, P. G. (2018). 
MicroRNAs: Roles in Regulating Neuroinflammation. Neuroscientist. 
doi:10.1177/1073858417721150. 

Gilad, S., Meiri, E., Yogev, Y., Benjamin, S., Lebanony, D., Yerushalmi, N., et al. (2008). 
Serum microRNAs are promising novel biomarkers. PLoS One 3. 
doi:10.1371/journal.pone.0003148. 

Glaser, R., and Dimitrakakis, C. (2013). Testosterone therapy in women: Myths and 
misconceptions. Maturitas. doi:10.1016/j.maturitas.2013.01.003. 

Goldman, A., and Basaria, S. (2018). Adverse health effects of androgen use. Mol. Cell. 
Endocrinol. doi:10.1016/j.mce.2017.06.009. 

Goldstein, E. R., Ziegenfuss, T., Kalman, D., Kreider, R., Campbell, B., Wilborn, C., et al. 
(2010). International society of sports nutrition position stand: Caffeine and 
performance. J. Int. Soc. Sports Nutr. doi:10.1186/1550-2783-7-5. 

Graham, S. H., Chen, J., and Clark, R. S. B. (2000). Bcl-2 family gene products in cerebral 
ischemia and traumatic brain injury. J. Neurotrauma. doi:10.1089/neu.2000.17.831. 

Grant, S., Dearing, J., Ghosh, S., Collier, A., and Bal, A. M. (2010). Necrotizing myositis 
of the deltoid following intramuscular injection of anabolic steroid. Int. J. Infect. Dis. 
doi:10.1016/j.ijid.2010.05.012. 

Grasser, E. K., Yepuri, G., Dulloo, A. G., and Montani, J. P. (2014). Cardio- and 
cerebrovascular responses to the energy drink Red Bull in young adults: a 
randomized cross-over study. Eur. J. Nutr. doi:10.1007/s00394-014-0661-8. 

Greenwood, D. C., Threapleton, D. E., Evans, C. E. L., Cleghorn, C. L., Nykjaer, C., 
Woodhead, C., et al. (2014). Association between sugar-sweetened and artificially 
sweetened soft drinks and type 2 diabetes: Systematic review and dose-response 
meta-analysis of prospective studies. Br. J. Nutr. doi:10.1017/S0007114514001329. 

Grgic, J., and Mikulic, P. (2017). Caffeine ingestion acutely enhances muscular strength 
and power but not muscular endurance in resistance-trained men. Eur. J. Sport Sci. 
doi:10.1080/17461391.2017.1330362. 



-102- 
 

Gunnarsdottir, M. G., Jonsson, T., and Halldorsdottir, A. M. (2019). Circulating plasma 
microRNAs as biomarkers for iron status in blood donors. Transfus. Med. 
doi:10.1111/tme.12554. 

Hadar, A., Milanesi, E., Walczak, M., Puzianowska-Kuźnicka, M., Kuźnicki, J., 
Squassina, A., et al. (2018). SIRT1, miR-132 and miR-212 link human longevity to 
Alzheimer’s Disease. Sci. Rep. doi:10.1038/s41598-018-26547-6. 

Hajsadeghi, S., Mohammadpour, F., Manteghi, M. J., Kordshakeri, K., Tokazebani, M., 
Rahmani, E., et al. (2016). Effects of energy drinks on blood pressure, heart rate, and 
electrocardiographic parameters: An experimental study on healthy young adults. 
Anatol. J. Cardiol. doi:10.5152/akd.2015.5930. 

Hampl, R., Kubátová, J., and Stárka, L. (2016). Steroids and endocrine disruptors - 
History, recent state of art and open questions. J. Steroid Biochem. Mol. Biol. 
doi:10.1016/j.jsbmb.2014.04.013. 

Han, Z., Chen, F., Ge, X., Tan, J., Lei, P., and Zhang, J. (2014). MiR-21 alleviated 
apoptosis of cortical neurons through promoting PTEN-Akt signaling pathway in 
vitro after experimental traumatic brain injury. Brain Res. 
doi:10.1016/j.brainres.2014.07.045. 

Handelsman, D. J., Sikaris, K., and Ly, L. P. (2015). Estimating age-specific trends in 
circulating testosterone and sex hormone-binding globulin in males and females 
across the lifespan. Ann. Clin. Biochem. 53, 377–384. 
doi:10.1177/0004563215610589. 

Hanin, G., Yayon, N., Tzur, Y., Haviv, R., Bennett, E. R., Udi, S., et al. (2018). miRNA-
132 induces hepatic steatosis and hyperlipidaemia by synergistic multitarget 
suppression. Gut. doi:10.1136/gutjnl-2016-312869. 

Harmer, P. A. (2010). Anabolic-androgenic steroid use among young male and female 
athletes: Is the game to blame? Br. J. Sports Med. doi:10.1136/bjsm.2009.068924. 

Hata, A. (2013). Functions of microRNAs in cardiovascular biology and disease. 
doi:10.1146/annurev-physiol-030212-183737. 

Hausmann, R., Hammer, S., and Betz, P. (1998). Performance enhancing drugs (doping 
agents) and sudden death - A case report and review of the literature. Int. J. Legal 
Med. doi:10.1007/s004140050165. 

Hoffman, J. R., Kraemer, W. J., Bhasin, S., Storer, T., Ratamess, N. A., Haff, G. G., et al. 
(2009). Position stand on androgen and human growth hormone use. J. strength 
Cond. Res. / Natl. Strength &amp; Cond. Assoc. 23. 

Hoffman, J. R., and Ratamess, N. A. (2006). Medical issues associated with anabolic 
steroid use: are they exaggerated? J. Sports Sci. Med. 

Hollander, J. A., Im, H. I., Amelio, A. L., Kocerha, J., Bali, P., Lu, Q., et al. (2010). 
Striatal microRNA controls cocaine intake through CREB signalling. Nature. 
doi:10.1038/nature09202. 

Hu, J., Xu, Y., Hao, J., Wang, S., Li, C., and Meng, S. (2012). MiR-122 in hepatic 
function and liver diseases. Protein Cell. doi:10.1007/s13238-012-2036-3. 

Hughes, M., and Ahmed, S. (2011). Anabolic androgenic steroid induced necrotising 
myopathy. Rheumatol. Int. 31, 915–917. doi:10.1007/s00296-009-1235-6. 

Hughes, T. K., Fulep, E., Juelich, T., Smith, E. M., and Stanton, G. J. (1995). Modulation 
of immune responses by anabolic androgenic steroids. Int. J. Immunopharmacol. 
doi:10.1016/0192-0561(95)00078-X. 

Ibrahim, W., Choura, M., Bshesh, F., Paul, T., and Elzouki, A.-N. (2018). Severe 
cholestasis with marked weight loss mimicking malignancy: An overlooked etiology. 
Libyan J. Med. Sci. doi:10.4103/ljms.ljms_10_18. 

Ishak, W. W., Ugochukwu, C., Bagot, K., Khalili, D., and Zaky, C. (2012). Energy drinks: 



-103- 
 

Psychological effects and impact on well-being and quality of life-A literature 
review. Innov. Clin. Neurosci. 

Jadhav, S. P., Kamath, S. P., Choolani, M., Lu, J., and Dheen, S. T. (2014). MicroRNA-
200b modulates microglia-mediated neuroinflammation via the cJun/MAPK pathway. 
J. Neurochem. doi:10.1111/jnc.12731. 

Jeyaseelan, K., Lim, K. Y., and Armugam, A. (2008). Neuroprotectants in stroke therapy. 
Expert Opin. Pharmacother. doi:10.1517/14656566.9.6.887. 

Joladarashi, D., Thandavarayan, R. A., Babu, S. S., and Krishnamurthy, P. (2014). Small 
engine, big power: MicrorNAS as regulators of cardiac diseases and regeneration. Int. 
J. Mol. Sci. 15, 15891–15911. doi:10.3390/ijms150915891. 

Junior, J. F. C. R., Silva, A. S., Cardoso, G. A., Silvino, V. O., Martins, M. C. C., and 
Santos, M. A. P. (2018). Androgenic-anabolic steroids inhibited post-exercise 
hypotension: a case control study. Brazilian J. Phys. Ther. 22, 77–81. 
doi:10.1016/j.bjpt.2017.07.001. 

Kanayama, G., Hudson, J. I., and Pope, H. G. (2008a). Long-term psychiatric and medical 
consequences of anabolic-androgenic steroid abuse: A looming public health 
concern? Drug Alcohol Depend. 98, 1–12. doi:10.1016/j.drugalcdep.2008.05.004. 

Kanayama, G., Hudson, J. I., and Pope, H. G. (2008b). Long-term psychiatric and medical 
consequences of anabolic-androgenic steroid abuse: A looming public health 
concern? Drug Alcohol Depend. doi:10.1016/j.drugalcdep.2008.05.004. 

Kanayama, G., Hudson, J. I., and Pope, H. G. (2009). Features of men with anabolic-
androgenic steroid dependence: A comparison with nondependent AAS users and 
with AAS nonusers. Drug Alcohol Depend. doi:10.1016/j.drugalcdep.2009.02.008. 

Kanayama, G., Hudson, J. I., and Pope, H. G. (2010). Illicit anabolic-androgenic steroid 
use. Horm. Behav. doi:10.1016/j.yhbeh.2009.09.006. 

Karila, T. A. M., Karjalainen, J. E., Mäntysaari, M. J., Viitasalo, M. T., and Seppälä, T. A. 
(2003). Anabolic androgenic steroids produce dose-dependent increase in left 
ventricular mass in power athletes, and this effect is potentiated by concomitant use 
of growth hormone. Int. J. Sports Med. doi:10.1055/s-2003-40702. 

Karr, J., Vagin, V., Chen, K., Ganesan, S., Olenkina, O., Gvozdev, V., et al. (2009). 
Regulation of glutamate receptor subunit availability by microRNAs. J. Cell Biol. 
doi:10.1083/jcb.200902062. 

Keane, J., Tajouri, L., and Gray, B. (2015). The effect of growth hormone administration 
on the regulation of mitochondrial apoptosis in-vivo. Int. J. Mol. Sci. 16, 12753–
12772. doi:10.3390/ijms160612753. 

Kennedy, M. C., and Lawrence, C. (1993). Anabolic steroid abuse and cardiac death. Med. 
J. Aust. doi:10.5694/j.1326-5377.1993.tb121797.x. 

Kersten, S., Rakhshandehroo, M., Knoch, B., and Müller, M. (2010). Peroxisome 
proliferator-activated receptor alpha target genes. PPAR Res. 
doi:10.1155/2010/612089. 

Khanna, A., Muthusamy, S., Liang, R., Sarojini, H., and Wang, E. (2011). Gain of survival 
signaling by down-regulation of three key miRNAs in brain of calorie-restricted 
mice. Aging (Albany. NY). doi:10.18632/aging.100276. 

Kicman, A. T. (2008). Pharmacology of anabolic steroids. Br. J. Pharmacol. 
doi:10.1038/bjp.2008.165. 

Kierzkowska, B., Stańczyk, J., and Kasprzak, J. D. (2005). Myocardial infarction in a 17-
year-old body builder using clenbuterol. Circ. J. doi:10.1253/circj.69.1144. 

Kirby, T. J., Chaillou, T., and McCarthy, J. J. (2015). The role of microRNAs in skeletal 
muscle health and disease. Front. Biosci. - Landmark 20, 37–77. doi:10.2741/4298. 

Kristensen, H., Thomsen, A. R., Haldrup, C., Dyrskjøt, L., Høyer, S., Borre, M., et al. 



-104- 
 

(2016). Novel diagnostic and prognostic classifiers for prostate cancer identified by 
genome-wide microRNA profiling. Oncotarget 7, 30760–30771. 
doi:10.18632/oncotarget.8953. 

Kroh, E. M., Parkin, R. K., Mitchell, P. S., and Tewari, M. (2010). Analysis of circulating 
microRNA biomarkers in plasma and serum using quantitative reverse transcription-
PCR (qRT-PCR). Methods. doi:10.1016/j.ymeth.2010.01.032. 

Kumarswamy, R., and Thum, T. (2013). Non-coding RNAs in cardiac remodeling and 
heart failure. Circ. Res. doi:10.1161/CIRCRESAHA.113.300226. 

Lagos-Quintana, M., Rauhut, R., Yalcin, A., Meyer, J., Lendeckel, W., and Tuschl, T. 
(2002). Identification of tissue-specific MicroRNAs from mouse. Curr. Biol. 
doi:10.1016/S0960-9822(02)00809-6. 

Lagos, D., Pollara, G., Henderson, S., Gratrix, F., Fabani, M., Milne, R. S. B., et al. 
(2010). MiR-132 regulates antiviral innate immunity through suppression of the p300 
transcriptional co-activator. Nat. Cell Biol. doi:10.1038/ncb2054. 

Latif, N., Khan, M. A., Birks, E., O’Farrell, A., Westbrook, J., Dunn, M. J., et al. (2000). 
Upregulation of the Bcl-2 family of proteins in end stage heart failure. J. Am. Coll. 
Cardiol. doi:10.1016/S0735-1097(00)00647-1. 

Lau, N. C., Lim, L. P., Weinstein, E. G., and Bartel, D. P. (2001). An abundant class of 
tiny RNAs with probable regulatory roles in Caenorhabditis elegans. Science (80-. ). 
doi:10.1126/science.1065062. 

Lecellier, C.-H., Dunoyer, P., Arar, K., Lehmann-Che, J., Eyquem, S., Himber, C., et al. 
(2005). A cellular microRNA mediates antiviral defense in human cells. Science (80-. 
). 308, 557–560. doi:10.1126/science.1108784. 

Lefebvre, P., Chinetti, G., Fruchart, J. C., and Staels, B. (2006). Sorting out the roles of 
PPARα in energy metabolism and vascular homeostasis. J. Clin. Invest. 
doi:10.1172/JCI27989. 

Leuenberger, N., Robinson, N., and Saugy, M. (2013a). Circulating miRNAs: A new 
generation of anti-doping biomarkers Anti-doping Analysis. Anal. Bioanal. Chem. 
405, 9617–9623. doi:10.1007/s00216-013-7340-0. 

Leuenberger, N., and Saugy, M. (2015). “Circulating microRNAs: The future of 
biomarkers in anti-doping field,” in Advances in Experimental Medicine and Biology 
doi:10.1007/978-3-319-22671-2_20. 

Leuenberger, N., Schumacher, Y. O., Pradervand, S., Sander, T., Saugy, M., and 
Pottgiesser, T. (2013b). Circulating microRNAs as Biomarkers for Detection of 
Autologous Blood Transfusion. PLoS One 8. doi:10.1371/journal.pone.0066309. 

Li, J., Donath, S., Li, Y., Qin, D., Prabhakar, B. S., and Li, P. (2010a). miR-30 regulates 
mitochondrial fission through targeting p53 and the dynamin-related protein-1 
pathway. PLoS Genet. doi:10.1371/journal.pgen.1000795. 

Li, Q., Song, X. W., Zou, J., Wang, G. K., Kremneva, E., Li, X. Q., et al. (2010b). 
Attenuation of microRNA-1 derepresses the cytoskeleton regulatory protein twinfilin-
1 to provoke cardiac hypertrophy. J. Cell Sci. doi:10.1242/jcs.067165. 

Li, Y., Fang, Y., Liu, Y., and Yang, X. (2015). MicroRNAs in ovarian function and 
disorders. J. Ovarian Res. 8. doi:10.1186/s13048-015-0162-2. 

Lippi, G., and Plebani, M. (2011). Athlete’s biological passport: To test or not to test? 
Clin. Chem. Lab. Med. 49, 1393–1395. doi:10.1515/CCLM.2011.658. 

Liu, G., Friggeri, A., Yang, Y., Milosevic, J., Ding, Q., Thannickal, V. J., et al. (2010). 
miR-21 mediates fibrogenic activation of pulmonary fibroblasts and lung fibrosis. J. 
Exp. Med. doi:10.1084/jem.20100035. 

Liu, W., Chen, X., and Zhang, Y. (2016). Effects of microRNA-21 and microRNA-24 
inhibitors on neuronal apoptosis in ischemic stroke. Am. J. Transl. Res. 



-105- 
 

Liu, Y., Liang, Y., Zhang, J. fang, and Fu, W. ming (2017). MicroRNA-133 mediates 
cardiac diseases: Mechanisms and clinical implications. Exp. Cell Res. 
doi:10.1016/j.yexcr.2017.03.037. 

Livak, K. J., and Schmittgen, T. D. (2001). Analysis of relative gene expression data using 
real-time quantitative PCR and the 2-ΔΔCT method. Methods. 
doi:10.1006/meth.2001.1262. 

Loyer, X., Paradis, V., Hénique, C., Vion, A. C., Colnot, N., Guerin, C. L., et al. (2016). 
Liver microRNA-21 is overexpressed in non-alcoholic steatohepatitis and contributes 
to the disease in experimental models by inhibiting PPARα expression. Gut. 
doi:10.1136/gutjnl-2014-308883. 

Luikart, B. W., Bensen, A. S. L., Washburn, E. K., Perederiy, J. V., Su, K. G., Li, Y., et al. 
(2011). MiR-132 mediates the integration of newborn neurons into the adult dentate 
gyrus. PLoS One. doi:10.1371/journal.pone.0019077. 

Luke, J. L., Farb, A., Virmani, R., and Sample, R. H. B. (1990). Sudden Cardiac Death 
During Exercise in a Weight Lifter Using Anabolic Androgenic Steroids: 
Pathological and Toxicological Findings. J. Forensic Sci. doi:10.1520/jfs12981j. 

Luo, X., Xiao, J., Lin, H., Li, B., Lu, Y., Yang, B., et al. (2007). Transcriptional activation 
by stimulating protein 1 and post-transcriptional repression by muscle-specific 
microRNAs of I Ks-encoding genes and potential implications in regional 
heterogeneity of their expressions. J. Cell. Physiol. doi:10.1002/jcp.21030. 

Luo, Y.-B., and Mastaglia, F. L. (2015). Dermatomyositis, polymyositis and immune-
mediated necrotising myopathies. Biochim. Biophys. Acta - Mol. Basis Dis. 1852, 
622–632. doi:10.1016/j.bbadis.2014.05.034. 

MacFarlane, L.-A., and Murphy, P. R. (2010). MicroRNA: Biogenesis, function and role 
in cancer. Curr. Genomics 11, 537–561. doi:10.2174/138920210793175895. 

Mahoney, C. R., Giles, G. E., Marriott, B. P., Judelson, D. A., Glickman, E. L., 
Geiselman, P. J., et al. (2019). Intake of caffeine from all sources and reasons for use 
by college students. Clin. Nutr. doi:10.1016/j.clnu.2018.04.004. 

Marczinski, C. A., and Fillmore, M. T. (2014). Energy drinks mixed with alcohol: What 
are the risks? Nutr. Rev. doi:10.1111/nure.12127. 

Marsh, J. D., Lehmann, M. H., Ritchie, R. H., Gwathmey, J. K., Green, G. E., and 
Schiebinger, R. J. (1998). Androgen receptors mediate hypertrophy in cardiac 
myocytes. Circulation. doi:10.1161/01.CIR.98.3.256. 

Marshall-Gradisnik, S., Green, R., Brenu, E. W., and Weatherby, R. P. (2009). Anabolic 
androgenic steroids effects on the immune system: A review. Cent. Eur. J. Biol. 
doi:10.2478/s11535-008-0058-x. 

McCabe, S. E., Brower, K. J., West, B. T., Nelson, T. F., and Wechsler, H. (2007). Trends 
in non-medical use of anabolic steroids by U.S. college students: Results from four 
national surveys. Drug Alcohol Depend. doi:10.1016/j.drugalcdep.2007.04.004. 

McGinnis, L. K., Luense, L. J., and Christenson, L. K. (2015). MicroRNA in ovarian 
biology and disease. Cold Spring Harb. Perspect. Med. 5. 
doi:10.1101/cshperspect.a022962. 

McNutt, R. A., Ferenchick, G. S., Kirlin, P. C., and Hamlin, N. J. (1988). Acute 
myocardial infarction in a 22-year-old world class weight lifter using anabolic 
steroids. Am. J. Cardiol. doi:10.1016/0002-9149(88)91390-2. 

McVeigh, J., Evans-Brown, M., and Bellis, M. A. (2012). Human enhancement drugs and 
the pursuit of perfection. Adicciones. doi:10.20882/adicciones.88. 

Megalla, S., Shaqra, H., and Bhalodkar, N. C. (2011). Non-ST-segment elevation 
myocardial infarction in the setting of sexual intercourse following the use of cocaine 
and sildenafil. Rev. Cardiovasc. Med. doi:10.3909/ricm0560. 



-106- 
 

Mehler, M. F., and Mattick, J. S. (2007). Noncoding RNAs and RNA editing in brain 
development, functional diversification, and neurological disease. Physiol. Rev. 87, 
799–823. doi:10.1152/physrev.00036.2006. 

Melchert, R. B., and Welder, A. A. (1995). Cardiovascular effects of anclrogenic-anabolic 
steroids. Med. Sci. Sports Exerc. doi:10.1249/00005768-199509000-00004. 

Mewis, C., Spyridopoulos, I., Kühlkamp, V., and Seipel, L. (1996). Manifestation of 
severe coronary heart disease after anabolic drug abuse. Clin. Cardiol. 19, 153–155. 
doi:10.1002/clc.4960190216. 

Mizuno, T. (2012). The biphasic role of microglia in Alzheimer’s disease. Int. J. 
Alzheimers. Dis. doi:10.1155/2012/737846. 

Montanini, V., Simoni, M., Chiossi, G., Baraghini, G. F., Velardo, A., Baraldi, E., et al. 
(1988). Age-related changes in plasma dehydroepiandrosterone sulphate, cortisol, 
testosterone and free testosterone circadian rhythms in adult men. Horm. Res. 
Paediatr. doi:10.1159/000180956. 

Montgomery, R. L., Hullinger, T. G., Semus, H. M., Dickinson, B. A., Seto, A. G., Lynch, 
J. M., et al. (2011). Therapeutic inhibition of miR-208a improves cardiac function 
and survival during heart failure. Circulation. 
doi:10.1161/CIRCULATIONAHA.111.030932. 

Montisci, M., El Mazloum, R., Cecchetto, G., Terranova, C., Ferrara, S. D., Thiene, G., et 
al. (2012). Anabolic androgenic steroids abuse and cardiac death in athletes: 
Morphological and toxicological findings in four fatal cases. Forensic Sci. Int. 
doi:10.1016/j.forsciint.2011.10.032. 

Mouzaki, M., Comelli, E. M., Arendt, B. M., Bonengel, J., Fung, S. K., Fischer, S. E., et 
al. (2013). Intestinal microbiota in patients with nonalcoholic fatty liver disease. 
Hepatology. doi:10.1002/hep.26319. 

Niedfeldt, M. W. (2018). Anabolic Steroid Effect on the Liver. Curr. Sports Med. Rep. 
doi:10.1249/JSR.0000000000000467. 

Nielsen, L. B., Wang, C., Sørensen, K., Bang-Berthelsen, C. H., Hansen, L., Andersen, 
M.-L. M., et al. (2012). Circulating levels of MicroRNA from children with newly 
diagnosed type 1 diabetes and healthy controls: Evidence that miR-25 associates to 
residual beta-cell function and glycaemic control during disease progression. Exp. 
Diabetes Res. 2012. doi:10.1155/2012/896362. 

Nieschlag, E., and Vorona, E. (2015). MECHANISMS IN ENDOCRINOLOGY: Medical 
consequences of doping with anabolic androgenic steroids: effects on reproductive 
functions. Eur. J. Endocrinol. doi:10.1530/eje-15-0080. 

Nissinen, K., Mikkilä, V., Männistö, S., Lahti-Koski, M., Räsänen, L., Viikari, J., et al. 
(2009). Sweets and sugar-sweetened soft drink intake in childhood in relation to adult 
BMI and overweight. the Cardiovascular Risk in Young Finns Study. Public Health 
Nutr. doi:10.1017/S1368980009005849. 

Nudelman, A. S., Dirocco, D. P., Lambert, T. J., Garelick, M. G., Le, J., Nathanson, N. 
M., et al. (2010). Neuronal activity rapidly induces transcription of the CREB-
regulated microRNA-132, in vivo. Hippocampus. doi:10.1002/hipo.20646. 

O’Connor, D. B., Archer, J., and Wu, F. C. W. (2004). Effects of testosterone on mood, 
aggression, and sexual behavior in young men: A double-blind, placebo-controlled, 
cross-over study. in Journal of Clinical Endocrinology and Metabolism 
doi:10.1210/jc.2003-031354. 

O’Neill, L. A. J. (2009). Boosting the Brain’s Ability to Block Inflammation via 
MicroRNA-132. Immunity. doi:10.1016/j.immuni.2009.11.004. 

Oberlander, J. G., Porter, D. M., Penatti, C. A. A., and Henderson, L. P. (2012). Anabolic 
androgenic steroid abuse: Multiple mechanisms of regulation of GABAergic 



-107- 
 

synapses in neuroendocrine control regions of the rodent forebrain. J. 
Neuroendocrinol. doi:10.1111/j.1365-2826.2011.02151.x. 

Oliveira-Carvalho, V., Carvalho, V. O., and Bocchi, E. A. (2013). The emerging role of 
miR-208a in the heart. DNA Cell Biol. doi:10.1089/dna.2012.1787. 

Olson, E. N. (2006). Gene regulatory networks in the evolution and development of the 
heart. Science (80-. ). doi:10.1126/science.1132292. 

Pacifici, R., Palmi, I., Vian, P., Andreotti, A., Mortali, C., Berretta, P., et al. (2016). 
Emerging trends in consuming behaviours for non-controlled substances by Italian 
urban youth: a cross sectional study. Ann. Ist. Super. Sanita. 
doi:10.4415/ANN_16_01_17. 

Pan, M. M., and Kovac, J. R. (2016). Beyond testosterone cypionate: Evidence behind the 
use of nandrolone in male health and wellness. Transl. Androl. Urol. 
doi:10.21037/tau.2016.03.03. 

Pantalone, D. W., Bimbi, D. S., and Parsons, J. T. (2008). Motivations for the recreational 
use of erectile enhancing medications in urban gay and bisexual men. Sex. Transm. 
Infect. doi:10.1136/sti.2008.031476. 

Park, J. Y., Paik, S. R., Jou, I., and Park, S. M. (2008). Microglial phagocytosis is 
enhanced by monomeric α-synuclein, not aggregated α-synuclein: Implications for 
Parkinson’s disease. Glia. doi:10.1002/glia.20691. 

Parkinson, A. B., and Evans, N. A. (2006). Anabolic androgenic steroids: A survey of 500 
users. Med. Sci. Sports Exerc. 38, 644–651. 
doi:10.1249/01.mss.0000210194.56834.5d. 

Payne, J. R., Kotwinski, P. J., and Montgomery, H. E. (2004). Cardiac effects of anabolic 
steroids. Heart. doi:10.1097/00000542-199004000-00039. 

Piacentino, D., Kotzalidis, G. D., del Casale, A., Aromatario, M. R., Pomara, C., Girardi, 
P., et al. (2015). Anabolic-androgenic steroid use and psychopathology in athletes. A 
systematic review. Curr. Neuropharmacol. 13, 101–121. 
doi:10.2174/1570159X13666141210222725. 

Pinchi, E., Frati, A., Cipolloni, L., Aromatario, M., Gatto, V., La Russa, R., et al. (2018). 
Clinical-pathological study on β-APP, IL-1β, GFAP, NFL, Spectrin II, 8OHdG, 
TUNEL, MIR-21, MIR-16, MIR-92 expressions to verify DAI-diagnosis, grade and 
prognosis. Sci. Rep. doi:10.1038/s41598-018-20699-1. 

Pinchi, E., Frati, P., Aromatario, M., Cipolloni, L., Fabbri, M., La Russa, R., et al. (2019). 
miR‐1, miR‐499 and miR‐208 are sensitive markers to diagnose sudden death due to 
early acute myocardial infarction. J. Cell. Mol. Med. doi:10.1111/jcmm.14463. 

Polak, K., Dillon, P., Koch, J. R., Miller, W. G., Thacker, L., and Svikis, D. (2016). 
Energy drink use is associated with alcohol and substance use in eighth, tenth, and 
twelfth graders. Prev. Med. Reports. doi:10.1016/j.pmedr.2016.06.019. 

Pomara, C., Barone, R., Marino Gammazza, A., Sangiorgi, C., Barone, F., Pitruzzella, A., 
et al. (2016). Effects of Nandrolone Stimulation on Testosterone Biosynthesis in 
Leydig Cells. J. Cell. Physiol. 231, 1385–1391. doi:10.1002/jcp.25272. 

Pomportes, L., Brisswalter, J., Casini, L., Hays, A., and Davranche, K. (2017). Cognitive 
performance enhancement induced by caffeine, carbohydrate and guarana mouth 
rinsing during submaximal exercise. Nutrients. doi:10.3390/nu9060589. 

Ponzetto, F., Giraud, S., Leuenberger, N., Boccard, J., Nicoli, R., Baume, N., et al. (2016). 
Methods for Doping Detection. doi:10.1159/000445177. 

Pope, H. G., Kanayama, G., Athey, A., Ryan, E., Hudson, J. I., and Baggish, A. (2014a). 
The lifetime prevalence of anabolic-androgenic steroid use and dependence in 
Americans: Current best estimates. Am. J. Addict. doi:10.1111/j.1521-
0391.2013.12118.x. 



-108- 
 

Pope, H. G., and Katz, D. L. (1994). Psychiatric and Medical Effects of Anabolic-
Androgenic Steroid Use: A Controlled Study of 160 Athletes. Arch. Gen. Psychiatry 
51, 375–382. doi:10.1001/archpsyc.1994.03950050035004. 

Pope, H. G., Wood, R. I., Rogol, A., Nyberg, F., Bowers, L., and Bhasin, S. (2014b). 
Adverse health consequences of performance-enhancing drugs: An endocrine society 
scientific statement. Endocr. Rev. doi:10.1210/er.2013-1058. 

Porkka, K. P., Pfeiffer, M. J., Waltering, K. K., Vessella, R. L., Tammela, T. L. J., and 
Visakorpi, T. (2007). MicroRNA expression profiling in prostate cancer. Cancer Res. 
67, 6130–6135. doi:10.1158/0008-5472.CAN-07-0533. 

Purushotham, A., Schug, T. T., Xu, Q., Surapureddi, S., Guo, X., and Li, X. (2009). 
Hepatocyte-Specific Deletion of SIRT1 Alters Fatty Acid Metabolism and Results in 
Hepatic Steatosis and Inflammation. Cell Metab. doi:10.1016/j.cmet.2009.02.006. 

Puvanendran, R., Huey, J. C. M., and Pasupathy, S. (2009). Necrotizing fasciitis. Can. 
Fam. Physician. 

Rahnema, C. D., Lipshultz, L. I., Crosnoe, L. E., Kovac, J. R., and Kim, E. D. (2014). 
Anabolic steroid-induced hypogonadism: Diagnosis and treatment. Fertil. Steril. 101, 
1271–1279. doi:10.1016/j.fertnstert.2014.02.002. 

Rajasethupathy, P., Fiumara, F., Sheridan, R., Betel, D., Puthanveettil, S. V., Russo, J. J., 
et al. (2009). Characterization of Small RNAs in Aplysia Reveals a Role for miR-124 
in Constraining Synaptic Plasticity through CREB. Neuron. 
doi:10.1016/j.neuron.2009.05.029. 

Reardon, C., and Creado, S. (2014). Drug abuse in athletes. Subst. Abuse Rehabil. 
doi:10.2147/sar.s53784. 

Rottlaender, D., Motloch, L. J., Reda, S., Larbig, R., and Hoppe, U. C. (2012). Cardiac 
arrest due to long QT syndrome associated with excessive consumption of energy 
drinks. Int. J. Cardiol. doi:10.1016/j.ijcard.2011.10.017. 

Saad, F., Doros, G., Haider, A., and Traish, A. (2013). Obese hypogonadal men benefit 
from long-term testosterone treatment with testosterone undecanoate injections in 
multiple ways. J. Sex. Med. 

Sadakierska-Chudy, A., Frankowska, M., Miszkiel, J., Wydra, K., Jastrzębska, J., and 
Filip, M. (2017). Prolonged Induction of miR-212/132 and REST Expression in Rat 
Striatum Following Cocaine Self-Administration. Mol. Neurobiol. 
doi:10.1007/s12035-016-9817-2. 

Sader, M. A., Griffiths, K. A., McCredie, R. J., Handelsman, D. J., and Celermajer, D. S. 
(2001). Androgenic anabolic steroids and arterial structure and function in male 
bodybuilders. J. Am. Coll. Cardiol. doi:10.1016/S0735-1097(00)01083-4. 

Sagoe, D., Andreassen, C. S., and Pallesen, S. (2014a). The aetiology and trajectory of 
anabolic-androgenic steroid use initiation: A systematic review and synthesis of 
qualitative research. Subst. Abus. Treat. Prev. Policy. doi:10.1186/1747-597X-9-27. 

Sagoe, D., McVeigh, J., Bjørnebekk, A., Essilfie, M. S., Andreassen, C. S., and Pallesen, 
S. (2015). Polypharmacy among anabolic-androgenic steroid users: A descriptive 
metasynthesis. Subst. Abus. Treat. Prev. Policy. doi:10.1186/s13011-015-0006-5. 

Sagoe, D., Molde, H., Andreassen, C. S., Torsheim, T., and Pallesen, S. (2014b). The 
global epidemiology of anabolic-androgenic steroid use: A meta-analysis and meta-
regression analysis. Ann. Epidemiol. doi:10.1016/j.annepidem.2014.01.009. 

Salamin, O., Jaggi, L., Baume, N., Robinson, N., Saugy, M., and Leuenberger, N. (2016). 
Circulating microRNA-122 as potential biomarker for detection of testosterone abuse. 
PLoS One 11. doi:10.1371/journal.pone.0155248. 

Salerno, M., Cascio, O., Bertozzi, G., Sessa, F., Messina, A., Monda, V., et al. (2018). 
Anabolic androgenic steroids and carcinogenicity focusing on Leydig cell: A 



-109- 
 

literature review. Oncotarget 9. doi:10.18632/oncotarget.24767. 
Sanchez, A. M., Flamini, M. I., Polak, K., Palla, G., Spina, S., Mannella, P., et al. (2012). 

Actin cytoskeleton remodelling by sex steroids in neurones. J. Neuroendocrinol. 
doi:10.1111/j.1365-2826.2011.02258.x. 

Sansone, A., Romanelli, F., Sansone, M., Lenzi, A., and Di Luigi, L. (2017). 
Gynecomastia and hormones. Endocrine. doi:10.1007/s12020-016-0975-9. 

Santulli, G. (2015). “Exploiting microrna specifi city and selectivity: Paving a sustainable 
path towards precision medicine,” in Advances in Experimental Medicine and 
Biology doi:10.1007/978-3-319-22671-2_1. 

Saugy, M., Robinson, N., Saudan, C., Baume, N., Avois, L., and Mangin, P. (2006). 
Human growth hormone doping in sport. Br. J. Sports Med. 
doi:10.1136/bjsm.2006.027573. 

Schena, F. P., Serino, G., and Sallustio, F. (2014). MicroRNAs in kidney diseases: New 
promising biomarkers for diagnosis and monitoring. Nephrol. Dial. Transplant. 
doi:10.1093/ndt/gft223. 

Segura, M. F., Belitskaya-Lévy, I., Rose, A. E., Zakrzewski, J., Gaziel, A., Hanniford, D., 
et al. (2010). Melanoma microRNA signature predicts post-recurrence survival. Clin. 
Cancer Res. 16, 1577–1586. doi:10.1158/1078-0432.CCR-09-2721. 

Sempere, L. F., Freemantle, S., Pitha-Rowe, I., Moss, E., Dmitrovsky, E., and Ambros, V. 
(2004). Expression profiling of mammalian microRNAs uncovers a subset of brain-
expressed microRNAs with possible roles in murine and human neuronal 
differentiation. Genome Biol. 5. 

Sessa, F., Salerno, M., Di Mizio, G., Bertozzi, G., Messina, G., Tomaiuolo, B., et al. 
(2018). Anabolic androgenic steroids: Searching new molecular biomarkers. Front. 
Pharmacol. 9. doi:10.3389/fphar.2018.01321. 

Shaked, I., Meerson, A., Wolf, Y., Avni, R., Greenberg, D., Gilboa-Geffen, A., et al. 
(2009). MicroRNA-132 Potentiates Cholinergic Anti-Inflammatory Signaling by 
Targeting Acetylcholinesterase. Immunity. doi:10.1016/j.immuni.2009.09.019. 

Sinha-Hikim, I., Taylor, W. E., Gonzalez-Cadavid, N. F., Zheng, W., and Bhasin, S. 
(2004). Androgen receptor in human skeletal muscle and cultured muscle satellite 
cells: Up-regulation by androgen treatment. J. Clin. Endocrinol. Metab. 89, 5245–
5255. doi:10.1210/jc.2004-0084. 

Slezak-Prochazka, I., Selvi, D., Kroesen, B.-J., and Van Den Berg, A. (2010). 
MicroRNAs, macrocontrol: Regulation of miRNA processing. RNA 16, 1087–1095. 
doi:10.1261/rna.1804410. 

Solimini, R., Rotolo, M. C., Mastrobattista, L., Mortali, C., Minutillo, A., Pichini, S., et al. 
(2017). Hepatotoxicity associated with illicit use of anabolic androgenic steroids in 
doping. Eur. Rev. Med. Pharmacol. Sci. 

Song, M. A., Paradis, A. N., Gay, M. S., Shin, J., and Zhang, L. (2015). Differential 
expression of microRNAs in ischemic heart disease. Drug Discov. Today 20, 223–
235. doi:10.1016/j.drudis.2014.10.004. 

Souza, N., Filho, C., Figueirido Gaspar, E., Siqueira, K. L., Monteiro, G. C., Andreoli, C. 
V., et al. (2011). Pyomyositis in athletes after use of anabolic steroids - Case reports. 
Soc. Bras. Ortop. e Traumatol. doi:10.1016/S2255-4971(15)30185-3. 

Spriet, L. L. (2014). Exercise and Sport Performance with Low Doses of Caffeine. Sport. 
Med. doi:10.1007/s40279-014-0257-8. 

Stannard, J. P., and Bucknell, A. L. (1993). Rupture of the triceps tendon associated with 
steroid injections. Am. J. Sports Med. 21, 482–485. 
doi:10.1177/036354659302100327. 

Stiles, B., Wang, Y., Stahl, A., Bassilian, S., Lee, W. P., Kim, Y. J., et al. (2004). Live-



-110- 
 

specific deletion of negative regulator Pten results in fatty liver and insulin 
hypersensitivity. Proc. Natl. Acad. Sci. U. S. A. doi:10.1073/pnas.0308617100. 

Sun, Y., Gui, H., Li, Q., Luo, Z. M., Zheng, M. J., Duan, J. L., et al. (2013). MicroRNA-
124 protects neurons against apoptosis in cerebral ischemic stroke. CNS Neurosci. 
Ther. doi:10.1111/cns.12142. 

Sun, Y., Luo, Z. M., Guo, X. M., Su, D. F., and Liu, X. (2015). An updated role of 
microRNA-124 in central nervous system disorders: A review. Front. Cell. Neurosci. 
doi:10.3389/fncel.2015.00193. 

Szabo, G., and Bala, S. (2013). MicroRNAs in liver disease. Nat. Rev. Gastroenterol. 
Hepatol. 10, 542–552. doi:10.1038/nrgastro.2013.87. 

Tan, H. P., Smaldone, M. C., and Shapiro, R. (2006). Immunosuppressive preconditioning 
or induction regimens: Evidence to date. Drugs. doi:10.2165/00003495-200666120-
00001. 

Tang, Y., Zheng, J., Sun, Y., Wu, Z., Liu, Z., and Huang, G. (2009). MicroRNA-1 
regulates cardiomyocyte apoptosis by targeting Bcl-2. Int. Heart J. 
doi:10.1536/ihj.50.377. 

Terry-McElrath, Y. M., O’Malley, P. M., and Johnston, L. D. (2014). Energy drinks, soft 
drinks, and substance use among united states secondary school students. J. Addict. 
Med. doi:10.1097/01.ADM.0000435322.07020.53. 

Thiblin, I., Mobini-Far, H., and Frisk, M. (2009). Sudden unexpected death in a female 
fitness athlete, with a possible connection to the use of anabolic androgenic steroids 
(AAS) and ephedrine. Forensic Sci. Int. doi:10.1016/j.forsciint.2008.11.004. 

Thiblin, I., and Petersson, A. (2005). Pharmacoepidemiology of anabolic androgenic 
steroids: A review. Fundam. Clin. Pharmacol. doi:10.1111/j.1472-
8206.2004.00298.x. 

Thomas, G. A., Kraemer, W. J., Comstock, B. A., Dunn-Lewis, C., Maresh, C. M., and 
Volek, J. S. (2013). Obesity, growth hormone and exercise. Sport. Med. 
doi:10.1007/s40279-013-0064-7. 

Thum, T., Gross, C., Fiedler, J., Fischer, T., Kissler, S., Bussen, M., et al. (2008). 
MicroRNA-21 contributes to myocardial disease by stimulating MAP kinase 
signalling in fibroblasts. Nature. doi:10.1038/nature07511. 

Thuy, S., Ladurner, R., Volynets, V., Wagner, S., Strahl, S., Königsrainer, A., et al. 
(2008). Nonalcoholic Fatty Liver Disease in Humans Is Associated with Increased 
Plasma Endotoxin and Plasminogen Activator Inhibitor 1 Concentrations and with 
Fructose Intake. J. Nutr. doi:10.1093/jn/138.8.1452. 

Tsai, P. C., Liao, Y. C., Wang, Y. S., Lin, H. F., Lin, R. T., and Juo, S. H. H. (2013). 
Serum microrna-21 and microrna-221 as potential biomarkers for cerebrovascular 
disease. J. Vasc. Res. doi:10.1159/000351767. 

Unger, C. A. (2014). Gynecologic care for transgender youth. Curr. Opin. Obstet. 
Gynecol. doi:10.1097/GCO.0000000000000103. 

van Amsterdam, J., Opperhuizen, A., and Hartgens, F. (2010). Adverse health effects of 
anabolic-androgenic steroids. Regul. Toxicol. Pharmacol. 
doi:10.1016/j.yrtph.2010.02.001. 

van Rooij, E., Quiat, D., Johnson, B. A., Sutherland, L. B., Qi, X., Richardson, J. A., et al. 
(2009). A Family of microRNAs Encoded by Myosin Genes Governs Myosin 
Expression and Muscle Performance. Dev. Cell 17, 662–673. 
doi:10.1016/j.devcel.2009.10.013. 

Van Rooij, E., Sutherland, L. B., Liu, N., Williams, A. H., McAnally, J., Gerard, R. D., et 
al. (2006). A signature pattern of stress-responsive microRNAs that can evoke 
cardiac hypertrophy and heart failure. Proc. Natl. Acad. Sci. U. S. A. 103, 18255–



-111- 
 

18260. doi:10.1073/pnas.0608791103. 
Van Rooij, E., Sutherland, L. B., Qi, X., Richardson, J. A., Hill, J., and Olson, E. N. 

(2007). Control of stress-dependent cardiac growth and gene expression by a 
microRNA. Science (80-. ). doi:10.1126/science.1139089. 

Vargas, M. E., and Barres, B. A. (2007). Why Is Wallerian Degeneration in the CNS So 
Slow? Annu. Rev. Neurosci. doi:10.1146/annurev.neuro.30.051606.094354. 

Vo, N., Klein, M. E., Varlamova, O., Keller, D. M., Yamamoto, T., Goodman, R. H., et al. 
(2005). A cAMP-response element binding protein-induced microRNA regulates 
neuronal morphogenesis. Proc. Natl. Acad. Sci. U. S. A. 
doi:10.1073/pnas.0508448102. 

Volinia, S., Calin, G. A., Liu, C.-G., Ambs, S., Cimmino, A., Petrocca, F., et al. (2006). A 
microRNA expression signature of human solid tumors defines cancer gene targets. 
Proc. Natl. Acad. Sci. U. S. A. 103, 2257–2261. doi:10.1073/pnas.0510565103. 

W. Brenu, E., McNaughton, L., and M. Marshall-Gradisnik, S. (2011). Is there a Potential 
Immune Dysfunction with Anabolic Androgenic Steroid Use?: A Review. Mini-
Reviews Med. Chem. doi:10.2174/138955711795445907. 

Walia, R., Bhansali, A., Dutta, P., Khandelwal, N., Sialy, R., and Bhadada, S. (2011). 
Recovery pattern of hypothalamo-pituitary-testicular axis in patients with 
macroprolactinomas after treatment with cabergoline. Indian J. Med. Res. 

Walker, W. H. (2009). Molecular mechanisms of testosterone action in spermatogenesis. 
Steroids. doi:10.1016/j.steroids.2008.11.017. 

Wanet, A., Tacheny, A., Arnould, T., and Renard, P. (2012). MiR-212/132 expression and 
functions: Within and beyond the neuronal compartment. Nucleic Acids Res. 
doi:10.1093/nar/gks151. 

Wang, G.-K., Zhu, J.-Q., Zhang, J.-T., Li, Q., Li, Y., He, J., et al. (2010a). Circulating 
microRNA: A novel potential biomarker for early diagnosis of acute myocardial 
infarction in humans. Eur. Heart J. 31, 659–666. doi:10.1093/eurheartj/ehq013. 

Wang, G., Kwan, B. C. H., Lai, F. M. M., Choi, P. C. L., Chow, K. M., Li, P. K. T., et al. 
(2010b). Intrarenal expression of miRNAs in patients with hypertensive 
nephrosclerosis. Am. J. Hypertens. doi:10.1038/ajh.2009.208. 

Wang, J. X., Jiao, J. Q., Li, Q., Long, B., Wang, K., Liu, J. P., et al. (2011). MiR-499 
regulates mitochondrial dynamics by targeting calcineurin and dynamin-related 
protein-1. Nat. Med. doi:10.1038/nm.2282. 

Wayman, G. A., Davare, M., Ando, H., Fortin, D., Varlamova, O., Cheng, H. Y. M., et al. 
(2008). An activity-regulated microRNA controls dendritic plasticity by down-
regulating p250GAP. Proc. Natl. Acad. Sci. U. S. A. doi:10.1073/pnas.0803072105. 

Wei, Q., Mi, Q.-S., and Dong, Z. (2013). The regulation and function of micrornas in 
kidney diseases. IUBMB Life 65, 602–615. doi:10.1002/iub.1174. 

White, N. D., and Noeun, J. (2017). Performance-enhancing drug use in adolescence. Am. 
J. Lifestyle Med. 11, 122–124. doi:10.1177/1559827616680593. 

Williams, A. H., Liu, N., van Rooij, E., and Olson, E. N. (2009). MicroRNA control of 
muscle development and disease. Curr. Opin. Cell Biol. 
doi:10.1016/j.ceb.2009.01.029. 

Williams, T. M., and Carroll, S. B. (2009). Genetic and molecular insights into the 
development and evolution of sexual dimorphism. Nat. Rev. Genet. 
doi:10.1038/nrg2687. 

Wittert, G. (2014). The relationship between sleep disorders and testosterone. Curr. Opin. 
Endocrinol. Diabetes Obes. doi:10.1097/MED.0000000000000069. 

Wong, C. H., Chang, H. C., Pasupathy, S., Khin, L. W., Tan, J. L., and Low, C. O. (2003). 
Necrotizing fasciitis: Clinical presentation, microbiology, and determinants of 



-112- 
 

mortality. J. Bone Jt. Surg. - Ser. A. doi:10.2106/00004623-200308000-00005. 
Wong, L. L., Wang, J., Liew, O. W., Richards, A. M., and Chen, Y.-T. (2016). MicroRNA 

and heart failure. Int. J. Mol. Sci. 17. doi:10.3390/ijms17040502. 
Wu, F. C. W., and Von Eckardstein, A. (2003). Androgens and coronary artery disease. 

Endocr. Rev. doi:10.1210/er.2001-0025. 
Xiao, J., Luo, X., Lin, H., Zhang, Y., Lu, Y., Wang, N., et al. (2007). MicroRNA miR-133 

represses HERG K+ channel expression contributing to QT prolongation in diabetic 
hearts. J. Biol. Chem. doi:10.1074/jbc.C700015200. 

Yager, Z., and O’Dea, J. A. (2014). Relationships between body image, nutritional 
supplement use, and attitudes towards doping in sport among adolescent boys: 
Implications for prevention programs. J. Int. Soc. Sports Nutr. doi:10.1186/1550-
2783-11-13. 

Yang, B., Lin, H., Xiao, J., Lu, Y., Luo, X., Li, B., et al. (2007). The muscle-specific 
microRNA miR-1 regulates cardiac arrhythmogenic potential by targeting GJA1 and 
KCNJ2. Nat. Med. 13, 486–491. doi:10.1038/nm1569. 

Yesalis, C. E., and Bahrke, M. S. (1995). Anabolic-Androgenic Steroids: Current Issues. 
Sport. Med. 19, 326–340. doi:10.2165/00007256-199519050-00003. 

Ying, G., Wu, R., Xia, M., Fei, X., He, Q. E., Zha, C., et al. (2018). Identification of eight 
key miRNAs associated with renal cell carcinoma: A meta-analysis. Oncol. Lett. 
doi:10.3892/ol.2018.9384. 

Yu, S.-L., Chen, H.-Y., Chang, G.-C., Chen, C.-Y., Chen, H.-W., Singh, S., et al. (2008). 
MicroRNA Signature Predicts Survival and Relapse in Lung Cancer. Cancer Cell 13, 
48–57. doi:10.1016/j.ccr.2007.12.008. 

Zampetaki, A., Dudek, K., and Mayr, M. (2013). Oxidative stress in atherosclerosis: The 
role of microRNAs in arterial remodeling. Free Radic. Biol. Med. 
doi:10.1016/j.freeradbiomed.2013.06.025. 

Zaninotto, A. L., Vicentini, J. E., Fregni, F., Rodrigues, P. A., Botelho, C., de Lucia, M. C. 
S., et al. (2016). Updates and current perspectives of psychiatric assessments after 
traumatic brain injury: A systematic review. Front. Psychiatry. 
doi:10.3389/fpsyt.2016.00095. 

Zarjou, A., Yang, S., Abraham, E., Agarwal, A., and Liu, G. (2011). Identification of a 
microRNA signature in renal fibrosis: Role of miR-21. Am. J. Physiol. - Ren. Physiol. 
doi:10.1152/ajprenal.00273.2011. 

Zhong, X., Chung, A. C. K., Chen, H. Y., Meng, X. M., and Lan, H. Y. (2011). Smad3-
mediated upregulation of miR-21 promotes renal fibrosis. J. Am. Soc. Nephrol. 
doi:10.1681/ASN.2010111168. 

Zhou, Y., Fang, L., Yu, Y., Niu, J., Jiang, L., Cao, H., et al. (2015). Erythropoietin protects 
the tubular basement membrane by promoting the bone marrow to release 
extracellular vesicles containing tPA-targeting miR-144. Am. J. Physiol. - Ren. 
Physiol. 310, F27–F40. doi:10.1152/ajprenal.00303.2015. 

Zovoilis, A., Agbemenyah, H. Y., Agis-Balboa, R. C., Stilling, R. M., Edbauer, D., Rao, 
P., et al. (2011). MicroRNA-34c is a novel target to treat dementias. EMBO J. 
doi:10.1038/emboj.2011.327. 

Zucconi, S., Volpato, C., Adinolfi, F., Gandini, E., Gentile, E., Loi, A., et al. (2017). 
Gathering consumption data on specific consumer groups of energy drinks. EFSA 
Support. Publ. doi:10.2903/sp.efsa.2013.en-394. 

 

 



 

 


